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□ 1: U95825[gi:4539617] This record was replaced or removed. See revision h i stor y for details. 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 

FEATURES 

source 



gene 



exon 



exon 



exon 



HSU95825 4392 bp mRNA linear PRI 30-MAR-1999 

Human androgen- induced prostate proliferative shutoff associated 
protein (AS3) mRNA, complete cds . 
U95825 

U95825.1 GI:4539617 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Mammalia; 
Eutheria; Primates ; Catarrhini ; Hominidae; Homo . 

1 (bases 1 to 4392) 

Geek, P., Szelei,J., Jimenez, J., Soto, A.M. and Sonnenschein, C . 
Androgen- induced proliferative shutoff in prostate cancer cells 
Proc. Annu. Meet. Am. Assoc. Cancer Res. 37, 223-223 (1996) 

2 (bases 1 to 4392) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Soto,A.M. 
Early gene expression during androgen- induced inhibition of 
proliferation of prostate cancer cells: a new suppressor candidate 
on chromosome 13, in the BRCA2 -Rbl locus 
J. Steroid Biochem. Mol. Biol. 68, 41-45 (1999) 

3 (bases 1 to 4392) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Soto, A.M. 
Direct Submission 

Submitted (28 -MAR- 1997) Anatomy and Cell Biology, Tufts University 
Medical School, 136 Harrison Avenue, Boston, MA 02111, USA 
[WARNING] On Apr 5, 1999 ttiis sequence was replaced by a newer 
version gi : 4559409 . 

Location/Qualifiers 

1. .4392 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref = » taxon : 9606 » 
/chromosome= " 13 " 
/map= n 13ql2-ql3" 
/cell_line="LNCaP" 
/cell_type="cancer cells" 
/tissue_type="prostate" 

/note="exons 1-21 map to cosmid 267pl9; exons 22-31 map to 

cosmid PAC49J10" 

1. .4392 

/gene="AS3" 

1. .46 

/gene="AS3" 
/ number =1 
47 . . 144 
/gene="AS3" 
/number =2 
145. .271 
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/gene= n AS3 n 
/number =3 
CDS 170. .3823 

/gene= n AS3" 
/codon_start=l 

/products" androgen -induced prostate proliferative shutoff 
associated protein" 
/protein id=" AAD22134 . 1 " 
/db_xref = "GI : 4539618 " 

/translations "MHMVDLMSSIICEGDTVSQELLDTVLVNLVPAHKNLNKQAYDLA 
KALLKRTAQAIEPYITTFFNQVLMLGKTSISDLSEHVFDLILELYNIDSHLLLSVLPQ 
LEFKLKSNDNEERLQWKLLAKMFGAKDSELASQNKPLWQCYLGRFNDIHVPIRLECV 
KFASHCLMNHPDLAKDLTEYLKVRSHDPEEAIRHDVIVSIVTAAKKDILLVNDHLLNF 
VRERTLDKRWRVRKEAMMGLAQIYKKYALQSAAGKDAAKQIAWIKDKLLHIYYQNSID 
DRLLVERIFAQYMVPHNLETTERMKCLYYLYATLDLNAVKALNEMWKCQNLLRHQVKD 
LLDLIKQPKTDASVKAIFSKVMVITRNLPDPGKAQDFMKKFTQVLEDDEKIRKQLEVL 
VSPTCSCKQAEGCVREITKKLGNPKQPTNPFLEMIKFLLERIAPVHIDTESISALIKQ 
VNKS IDGTADDEDEGVPTDQAIRAGLELLKVLS FTHP I S FHS AETFESLLACLKMDDE 
KVAEAALQIFKNTGSKIEEDFPHIRSALLPVLHHKSKKGPPRQAKYAIHCIHAIFSSK 
ETQFAQIFEPLHKSLDPSNLEHLITPLVTIGHIALLAPDQFAAPWKSWVATFIVKDLL 
MNDRLPGKKTTKLWVPDEEVSPET1WKIQAIKMMVRWLLGMKNNHSKSGTSTLRLLTT 
ILHSDGDLTEQGKISKPDMSRLRLAAGSAIVKLAQEPCYHEIITLEQYQLCALAINDE 
CYQVRQVFAQKLHKGLSRLRLPLEYMAICALCAKDPVKERRAHARQCLVKNINVRREY 
LKQHAAVSEKLLSLLPEYVVPYTIHLLAHDPDYVKVQDIEQLKDVKECLWFVLEILMA 
KNENNSHAFIRKMVENIKQTKDAQGPDDAKMNEKLYTVCDVAMNIIMSKSTTYSLESP 
KDPVLPARFFTQPDKNFSNTKNYLPPEMKSFFTPGKPKTTNVLGAVNKPLSSAGKQSQ 
TKS SRMETVSNAS S S SNPS S PGRI KGRLDSS EMDHSENED YTMS S PLPGKKSDKRDDS 
DLVRSELEKPRGRKKTPVTEQEEKLGMDDLTKLVQEQKPKGSQRSRKRGHTASESDEQ 
QWPEEKRLKED I LENEDEQNS PPKKGKRGRPPKPLGGGTPKEEPTMKTS KKGS KKKSG 
PPAPEEEEEEERQSGNTEQKSKSKQHRVSRRAQQRAESPESSAIESTQSTPQKGRGRP 
SKTPSPSQPKKNV" 

exon 272 . .352 

/gene="AS3" 
/number =4 

exon i 353 . .493 

/gene= "AS3" 
/number= 5 

exon 494 . . 609 

/gene="AS3" 
/number= 6 

exon 610 . . 704 

/gene="AS3" 
/number= 7 

exon 705 . . 850 

/gene="AS3" 
/ numbers 8 

exon 851. . 1002 

/gene= "AS3" 
/number =9 

exon 1003.. 1116 

/gene="AS3" 
/numbers io 

exon 1117.. 1198 

/gene= "AS3" 
/numbers ii 

exon 1199.. 1247 

/gene="AS3" 
/number=12 

exon 1248.. 1387 

/gene="AS3 n 
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/number=13 
exon 1388.. 1503 

/gene="AS3" 

/number=14 
exon 1504. .1609 

/gene= f, AS3" 

/ number=15 
exon 1610.. 1770 

/gene="AS3" 

/number^ 16 
exon 1771.. 1894 

/gene="AS3" 

/number=17 
exon 1895. .2053 

/gene="AS3" 

/number=18 
exon 2054 . .2122 

/gene="AS3" 

/number=19 
exon 2123 . . 2259 

/gene="AS3" 

/number =2 0 
exon 2260. .2383 

/gene= H AS3 M 

/number =2 1 
exon 2384 . .2588 

/gene= M AS3 n 

/number=22 
exon 2589 . .2703 

/gene= M AS3" 

/number=23 
exon 2704 . .2836 

/gene="AS3" 

/number=24 
exon 2837 . .2956 

/gene="AS3" 

/number=2 5 
exon 2957.. 3019 

/gene="AS3" 

/number=2 6 
exon 3020 . .3165 

/gene= n AS3 n 

/ number=27 
exon 3166 . .3271 

/gene="AS3 M 

/ number=2 8 
exon 3272 . .3711 

/gene="AS3" 

/number=2 9 
exon 3712 . .3936 

/gene="AS3" 

/number=30 
exon 3937 . .4392 

/gene="AS3" 

/ number=31 

BASE COUNT 1508 a 801 c 894 g 1189 t 

ORIGIN 

1 ggatacaaag agcccacaat tcaataggta tttttattta cttgagaaca ttgcttgggt 
61 caagtcatat aacatatgct ttgagttaga agatagcaat gaaattttca cccagctata 
121 cagaacctta ttttcagtta taaacaatgg ccacaatcag aaagtccata tgcacatggt 
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181 agaccttatg agctctatta tttgtgaagg tgatacagtg tctcaggagc ttttggatac 

241 ggttttagta aatctggtac ctgctcataa gaatttaaac aagcaagcat atgatttggc 

301 aaaggcttta ctgaagagga cagctcaagc tattgagcca tatattacca ctttttttaa 

361 tcaggttctg atgcttggga aaacatctat cagcgatttg tcagagcatg tctttgactt 

421 aattttggag ctctacaata ttgatagtca tttgctgctc tctgttttac cccagcttga 

481 atttaaatta aagagcaatg ataatgagga gcgcctacaa gttgttaaac tactggcaaa 

541 aatgtttggg gcaaaggatt cagaattggc ttctcaaaac aagccacttt ggcagtgcta 

601 cttgggcagg tttaatgata tccatgtacc aatccgcctg gaatgtgtga aatttgctag 

661 ccattgtctc atgaaccatc ctgatttagc aaaagactta acagagtatc ttaaagtgag 

721 gtcacatgac cctgaggaag ctattagaca tgatgttatt gtgtcaatag ttacagctgc 

781 taaaaaggat attcttctgg tcaatgatca cttacttaat tttgtgagag agagaacatt 

841 agacaaacga tggagagtac gcaaagaagc catgatggga cttgcccaaa tttataagaa 

901 atatgcttta cagtcagcag ctggaaaaga tgctgcaaaa cagatagcat ggatcaaaga 

961 caaattgcta catatatatt atcaaaatag tattgatgat cgactacttg ttgaacggat 

1021 ctttgctcaa tacatggttc ctcacaattt agaaactaca gaacggatga aatgcttata 

1081 ttacttgtat gccacactgg atttaaatgc tgtgaaagca ttgaatgaaa tgtggaaatg 

1141 tcaaaatctg ctccgacatc aagtaaagga tttgcttgac ttgattaagc aacccaaaac 

1201 agatgccagt gtcaaggcca tattttcaaa agtgatggtt attacaagaa atttacctga 

12 61 tcctggtaag gctcaggatt tcatgaagaa attcacacag gtgttagaag atgatgagaa 

1321 aataagaaag cagttagaag tacttgttag tccaacatgc tcctgcaagc aggctgaagg 

1381 ttgtgtgcgt gaaataacta agaagttggg caaccccaaa cagcctacaa atcctttcct 

1441 ggaaatgatc aagtttctct tggagaggat agcacctgtg cacatagata ccgaatctat 

1501 cagtgctctt attaaacaag tgaacaaatc aatagatgga acagcagatg atgaagatga 

1561 gggtgttcca actgatcaag ccatcagagc aggtcttgaa ctgcttaagg tactctcatt 

1621 tacacatccc atctcatttc attctgctga aacatttgaa tcattactgg cttgtctgaa 

16 81 aatggatgat gaaaaagtag cagaagctgc actacaaatt ttcaaaaaca caggaagcaa 

1741 aattgaagag gattttccac acatcagatc agccttgctt cctgttttac atcacaaatc 

1801 taaaaaagga cccccccgtc aagccaaata tgccattcat tgtatccatg cgatattttc 

1861 tagtaaagag acccagtttg cacagatatt tgagcctctg cataagagcc tagatccaag 

1921 caacctggaa catctcataa caccattggt tactattggt catattgctc tccttgcacc 

1981 tgatcaattt gctgctcctt ggaaatcttg ggtagctact ttcattgtga aagatcttct 

2 041 catgaatgat cggcttccag ggaaaaagac aactaaactt tgggttccag atgaagaagt 
2101 atctcctgag acaatggtca aaattcaggc tattaaaatg atggttcgat ggctacttgg 
2161 aatgaaaaat aatcacagta aatcaggaac ttctacctta agattgctaa caacaatatt 
2221 gcatagtgat ggagacttga cagaacaggg gaaaattagt aaaccagata tgtcacgtct 
2281 gagacttgct gctgggagtg ctattgtgaa gctggcacaa gaaccctgtt accatgaaat 
2341 catcacatta gaacaatatc agctatgtgc attagctatc aacgatgaat gctatcaagt 
2401 aagacaagtg tttgcccaga aacttcacaa aggcctttcc cgtttacggc ttccacttga 
2461 gtatatggca atctgtgccc tttgtgcaaa agatcctgta aaggagagaa gagctcatgc 
2521 taggcaatgt ttggtgaaaa atataaatgt aaggcgggag tatctgaagc agcatgcagc 
2581 tgttagtgaa aaattattgt ctcttctacc agagtatgtt gttccatata caattcacct 
2641 tttggcacat gacccagatt atgtcaaagt acaggatatt gaacaactta aagatgttaa 
2701 agaatgtctt tggtttgttc tggaaatatt aatggctaaa aatgaaaata acagtcacgc 
2761 ttttatcaga aagatggtag aaaatattaa acaaacaaaa gatgcccaag gaccagatga 
2821 tgcaaaaatg aatgaaaaac tgtacactgt gtgtgatgtt gccatgaata tcatcatgtc 
2881 aaagagtact acatacagtt tggaatctcc taaagacccg gtactaccag ctcgtttctt 
2941 cactcaacct gacaagaatt tcagtaacac caaaaattat ctgcctcctg aaatgaaatc 
3001 atttttcact cctggaaaac ctaaaacaac caatgttcta ggagctgtta' acaagccact 
3061 ttcatcagca ggcaagcaat ctcagaccaa atcatcacga atggaaactg taagcaatgc 
3121 aagcagcagc tcaaatccaa gctctcctgg aagaataaag gggaggcttg atagttctga 
3181 aatggatcac agtgaaaatg aagattacac aatgtcttca cctttgccgg ggaaaaaaag 
3241 tgacaagaga gacgactctg atcttgtaag gtctgaattg gagaagccta gaggcaggaa 

3 3 01 aaaaacgccc gtcacagaac aggaggagaa attaggtatg gatgacttga ctaagttggt 
3 3 61 acaggaacag aaacctaaag gcagtcagcg aagtcggaaa agaggccata cggcttcaga 
3421 atctgatgaa cagcagtggc ctgaggaaaa gaggctcaaa gaagatatat tagaaaatga 
3481 agatgaacag aatagtccgc caaaaaaggg taaaagaggc cgaccaccaa aacctcttgg 
3541 tggaggtaca ccaaaagaag agccaacaat gaaaacttct aaaaaaggaa gcaaaaaaaa 
3 601 atctggacct ccagcaccag aggaggagga agaagaagaa agacaaagtg gaaatacgga 
3 661 acagaagtcc aaaagcaaac agcaccgagt gtcaaggaga gcacagcaga gagcagaatc 
3721 tcctgaatct agtgcaattg aatccacaca gtccacacca cagaaaggac gaggaagacc 
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3781 atcaaaaacg ccatcaccat cacaaccaaa aaaaaatgtg taagttgtaa atattacatt 

3841 tcaaaccaat ttcaaattat tttgcaaaag ttcctaaatt tgtaaacata catattgctg 

3 901 tatttaaatt ccatatattt agccccatta cactaggtac ggcggcgaag tgctaaaagg, 

3 961 gaacggcgat gaacaaatgt aattaataac tttctctgtg aaagctttgg aaaaatcttt 

4021 tttttttttt tttttttttg gtcaagcttg aggctgaata aagcctttga tgcacaaaat 

4081 gggactgctg aagagtggac agttggacct tactttggtg accccataca tttgtggtca 

4141 catgctttag ccatacacat ggtaacattg actatggagt cttgtgaaag tgtaatgtgc 

4201 gatggctatg tagacataaa gaagaaactt gtaaatatct tttttctttt ttttaatgtt 

4261 tctgatttct gaagtgcttg tatagctttt atctgcggct ttaaactgac agtacccgac 

4321 tgtttattgg atctattgat ttgaaaagaa tttgttagga tagatcttaa gcagtaatct 
4381 gtcagtgttt gt 
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□ 1: U95825. Human androgen-in...[gi:4559409] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REMARK 
COMMENT 
FEATURES 

source 



gene 



HSU95825 5253 bp mRNA linear PRI 05-APR-1999 

Human androgen -induced prostate proliferative shutoff associated 
protein (AS3) mRNA, complete cds . 
U95825 

U95825.2 GI:4559409 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 5253) 

Geek, P., Szelei,J., Jimenez, J., Soto,A.M. and Sonnenschein, C . 
Androgen- induced proliferative shutoff in prostate cancer cells 
Proc. Annu. Meet. Am. Assoc. Cancer Res. 37, 223-223 (1996) 

2 (bases 1 to 5253) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Soto, A.M. 

Early gene expression during androgen- induced inhibition of 

proliferation of prostate cancer cells: a new suppressor candidate 

on chromosome 13, in the BRCA2-Rbl locus 

J. Steroid Biochem. Mol . Biol. 68 (1-2), 41-50 (1999) 

99229875 

10215036 

3 (bases 1 to 5253) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Soto, A.M. 
Direct Submission 

Submitted (28-MAR-1997) Anatomy and Cell Biology, Tufts University 
Medical School, 136 Harrison Avenue, Boston, MA 02111, USA 

4 (bases 1 to 5253) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Soto, A.M. 
Direct Submission 

Submitted (05 -APR-1999) Anatomy and Cell Biology, Tufts University 
Medical School, 13 6 Harrison Avenue, Boston, MA 02111, USA 
Sequence update by submitter 

On Apr 5, 1999 this sequence version replaced gi : 4539617 . 
Location/ Qualifiers 
1. .5253 

/organism="Homo sapiens" 
/ mol type = "mRNA" 
/db__xref ="taxon: 9606" 
/ chromosome= " 13 " 
/map="13ql2-ql3" 
/cell_line="LNCaP n 
/cell_type="cancer cells" 
/tissue_type= "prostate" 

/note="exon 1 maps to PI Artificial Chromosome PAC26H23; 
exons 2-24 map to cosmid 267pl9; exons 25-34 map to PI 
Artificial Chromosome PAC 49J10" 
1. .5253 
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/gene= ,f AS3 n 
exon 1 . .46 

/gene="AS3" 

/number =1 
exon 47 . . 173 

/gene="AS3" 

/ number =2 
CDS 66. .4241 

/gene="AS3 M 

/codon_start=l 

/product=" androgen -induced prostate proliferative shutoff 
associated protein" 
/protein id=" AAD22134 . 2 " 
/db_xref="GI: 4559410" 

/ 1 r ans 1 at ion= » MAHSKTRTNDGKITYPPGVKE ISDKI S KEEMVRRLKMWKTFMD 
MDQDSEEEKELYLNLALHLASDFFLKHPDKDVRLLVACCLADIFRIYAPEAPYTSPDK 
LKDIFMFITRQLKGLEDTKSPQFNRYFYLLENIAWVKSYNICFELEDSNEIFTQLYRT 
LFSVINNGHNQKVHMHMVDLMSSIICEGDTVSQELLDTVLVNLVPAHKNLNKQAYDLA 
KALLKRTAQAIEPYITNFFNQVLMLGKTSISDLSEHVSDLILELYNIDSHLLLSVLPQ 
LEFKLKSNDNEERLQWKLLAKMFGAKDSELASQNKPLWQCYLGRFNDIHVPIRLECV 
KFASHCLMNHPDLAKDLTEYLKVRSHDPEEAIRHDVIVSIVTAAKKDILLVNDHLLNF 
VGERTLD KRWR VRKE AMMGL AQ I YKKYALQS AAGKDAAKQ I AW I KD KLLH I Y YQNS I D 
DRLLVERIFAQYMVPHNLETTERMKCLYYLYATLDLNAVKALNEMWKCQNLLRHQVKD 
LLDLIKQPKTDASVKAIFSKVMVITRSLPDPGKAQDFMKKFTQVLEDDEKIRKQLEVL 
VSPTCSCKQAEGCVREITKKLGNPKQPTNPFLEMIKFLLERIAPVHIDTESISALIKQ 
VNKSIDGTADDEDEGVPTDQAIRAGLELLKVLSFTHPISFHSAETFESLLACLKMDDE 
KVAEAALQIFKNTGSKIEEDFPHIRSALLPVLHHKSKKGPPRQAKYAIHCIHAIFSSK 
EAQFAQIFEPLHKSLDPSNLEHLITPLVTIGHIALLAPDQFAAPLKSLVATFIVKDLL 
MNDRLPGKKTTKLWPDEEVSPETIWK^ 

I LHSDGDLTEQGKI S KPDMS RLRLAAGS AI VKLAQEPC YHE I ITLEQYQLCALAINDE 
CYQVRQVFAQKLHKGLSRLRLPLEYMAICALCAKDPVKERRAHARQCLVKNINVRREY 
LKQHAAVSEKLLSLLPEYWPYTIHLLAHDPDYVKVQDIEQLKDVKECLWFVLEILMA 
KNENNSHAF I RKMVENI KQTKD AQGPDD AKMNE KL YT VCDVAMNI I MS KSTT YS LE S P 
KDPVLPARFFTQPDKNFSNTKNYLPPGMKSFFTPGKPKTTNVLGAVNKPLSSAGKQSQ 
TKS SRMETVGNAS S SSNPS S PGRI KGRLDS SEMDHSENEDYTMSS PLPGKRSDKRDDS 
DLVRSELEKPRGRKKTPVTEREEKLGMDDLTKLVQEQRPKGSQRSRKRGHTASESDEQ 
QWPEEKRLKEDILENEDEQNSPPKKGKRGRPPKPLGGGTPKEEPTMKTSKKGSKKKSG 
PPAPEEEEEEERQSGNTEQKSKSKQHRVSRRAQQRAESSESSAIESTQSTPQKGRGRP 
SKTPSPSQPKKNV" 

exon 174 . . 377 

/gene="AS3" 
/ number =3 

exon 378 . .464 

/gene="AS3" 
/number =4 

exon 465 . . 562 

/gene="AS3 " 
/number =5 

exon 563 . . 689 

/gene="AS3" 
/ number =6 

exon 690 . . 770 

/gene="AS3" 
/number =7 

exon 771. .911 

/gene="AS3" 
/number=8 

exon 912. .1027 

/gene="AS3" 
/number =9 
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exon 1028 . . 1122 

/gene="AS3" 
/ number=10 

exon 1123 . . 1268 

/gene= n AS3" 
/number=ll 

exon 1269. . 1420 

/gene="AS3 M 
/number =12 

exon 1421. .1534 

/gene="AS3" 
/number=13 

exon . 1535.. 1616 

/gene="AS3" 
/number =14 

exon 1617.. 1665 

/ gene =" AS 3 11 
/ number =15 

exon 1666 . . 1805 

/gene="AS3 M 
/ number =16 

exon 1806. .1921 

/gene="AS3" 
/number=17 

exon 1922 . .2027 

/gene="AS3" 
/number=18 

exon 2028 . .2188 

/gene="AS3" 
/number=19 

exon 2189 . . 2312 

/gene="AS3" 
/number =2 0 

exon . 2313 . .2471 

/gene="AS3" 
/number =21 

exon 2472 . .2540 

/gene="AS3" 
/ number =2 2 

exon 2541. .2677 

/gene="AS3" 
/number =2 3 

exon 2678 . .2801 

/gene= ,, AS3 M 
/number =2 4 

exon 2802 . . 3006 

/gene="AS3" 
/number=25 

exon 3007 . .3121 

/gene="AS3 " 
/number =2 6 

exon 3122 . .3254 

/gene="AS3 " 
/number =2 7 

exon 3255 . .3374 

/gene= M AS3'» 
/number =2 8 

exon 3375 . . 3437 

/gene="AS3" 
/number =2 9 
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exon 3438. .3583 

/gene="AS3" 

/number=3 0 
exon 3584.. 3689 

/gene="AS3" 

/number=31 
exon 3690.. 4129 

/gene="AS3" 

/number=32 
exon 4130. .4354 

/gene="AS3" 

/number=3 3 
exon 4355. .4810 

/gene="AS3" 

/number=34 

BASE COUNT 1755 a 944 C 1074 g 1480 t 

ORIGIN 

1 ccggagagcc ccggagtgag cggagtagcg agtcggcaac ccggaggggt agaaatattt 
61 ctgtcatggc tcattcaaag actaggacca atgatggaaa aattacatat ccgcctgggg 
121 tcaaggaaat atcagataaa atatctaaag aggagatggt gagacgatta aagatggttg 
181 tgaaaacttt tatggatatg gaccaggact ctgaagaaga aaaggagctt tatttaaacc 
241 tagctttaca tcttgcttca gatttttttc tcaagcatcc tgataaagat gttcgcttac 
301 tggtagcctg ctgccttgct gatattttca ggatttatgc tcctgaagct ccttacacat 
361 cccctgataa actaaaggat atatttatgt ttataacaag acagttgaag gggctagagg 
421 atacaaagag cccacagttc aataggtatt tttatttgct tgagaacatt gcttgggtca 
481 agtcatataa catatgcttt gagttagaag atagcaatga aattttcacc cagctataca 
541 gaaccttatt ttcagttata aacaatggcc acaatcagaa agtccatatg cacatggtag 
601 accttatgag ctctattatt tgtgaaggtg atacagtgtc tcaggagctt ttggatacgg 
661 ttttagtaaa tctggtacct gctcataaga atttaaacaa gcaagcatat gatttggcaa 
721 aggctttact gaagaggaca gctcaagcta ttgagccata tattaccaat ttttttaatc 
781 aggttctgat gcttgggaaa acatctatca gcgatttgtc agagcatgtc tctgacttaa 
841 ttttggagct ctacaatatt gatagtcatt tgctgctctc tgttttaccc cagcttgaat 
901 ttaaattaaa gagcaatgat aatgaggagc gcctacaagt tgttaaacta ctggcgaaaa 
961 tgtttggggc aaaggattca gaattggctt ctcaaaacaa gccactttgg cagtgctact 
1021 tgggcaggtt taatgatatc catgtaccaa tccgcctgga atgtgtgaaa tttgctagcc 
1081 attgtctcat gaaccatcct gatttagcaa aagacttaac agagtatctt aaagtgaggt 
1141 cacatgaccc tgaggaagct attagacatg atgttattgt gtcaatagtt acagctgcta 
1201 aaaaggatat tcttctggtc aatgatcact tacttaattt tgtgggagag agaacattag 
1261 acaaacgatg gagagtacgc aaagaagcca tgatgggact tgcccaaatt tataagaaat 
1321 atgctttaca gtcagcagct ggaaaagatg ctgcaaaaca gatagcatgg atcaaagaca 
1381 aattgctaca tatatattat caaaatagta ttgatgatcg actacttgtt gaacggatct 
1441 ttgctcaata catggttcct cacaatttag aaactacaga acggatgaaa tgcttatatt 
1501 acttgtatgc cacactggat ttaaatgctg tgaaagcatt gaatgaaatg tggaaatgtc 
1561 aaaatctgct ccgacatcaa gtaaaggatt tgcttgactf gattaagcaa cccaaaacag 
1621 atgccagtgt caaggccata ttttcaaaag tgatggttat tacaagaagt ttacctgatc 
1681 ctggtaaggc tcaggatttc atgaagaaat tcacacaggt gttagaagat gatgagaaaa 
1741 taagaaagca gttagaagta cttgttagtc caacatgctc ctgcaagcag gctgaaggtt 
1801 gtgtgcgtga aataactaag aagttgggca accccaaaca gcctacaaat cctttcctgg 
1861 aaatgatcaa gtttctcttg gagaggatag cacctgtgca catagatacc gaatctatca 
1921 gtgctcttat taaacaagtg aacaaatcaa tagatggaac agcagatgat gaagatgagg 
1981 gtgttccaac tgatcaagcc atcagagcag gtcttgaact gcttaaggta ctctcattta 
2041 cacatcccat ■ c t cat t teat tetgetgaaa catttgaatc attactggee tgtctgaaaa 
2101 tggatgatga aaaagtagca gaagctgeae tacaaatttt caaaaacaca ggaagcaaaa 
2161 ttgaagagga ttttccacac atcagatcag ccttgcttcc tgttttacat cacaaatcta 
2221 aaaaaggacc cccccgtcaa gecaaatatg ccattcattg tatccatgeg atattttcta 
2281 gtaaagaggc ecagtttgea cagatatttg agcctctgca taagagecta gatccaagca 
2341 acctggaaca tctcataaca ccattggtta ctattggtca tattgetetc cttgcacctg 
2401 ateaatttge tgctcctttg aaatctttgg tagctacttt cattgtgaaa gatcttctca 
2461 tgaatgatcg gcttccaggg aaaaagacaa ctaaactttg ggttccagat gaagaagtat 
2521 ctcctgagac aatggtcaaa attcaggcta ttaaaatgat ggttcgatgg ctacttggaa 
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2581 tgaaaaataa tcacagtaaa tcaggaactt 
2 641 atagtgatgg agacttgaca gaacagggga 
2 701 gacttgctgc tgggagtgct attgtgaagc 
2761 tcacattaga acaatatcag ctatgtgcat 
2821 gacaagtgtt tgcccagaaa cttcacaaag 
2881 atatggcaat ctgtgccctt tgtgcaaaag 

2 941 ggcaatgttt ggtgaaaaat ataaatgtaa 
3001 ttagtgaaaa attattgtct cttctaccag 
3061 tggcacatga cccagattat gtcaaagtac 
3121 aatgtctttg gtttgttctg gaaatattaa 
3181 ttatcagaaa gatggtagaa aatattaagc 
3241 caaaaatgaa tgaaaaactg tacactgtgt 
3301 agagtactac atacagtttg gaatctccta 
3361 ctcaacctga caagaatttc agtaacacca 
3421 ttttcactcc tggaaaacct aaaacaacca 
3481 catcagcagg caagcaatct cagaccaaat 
3541 gcagcagctc aaatccaagc tctcctggaa 
3601 tggatcacag tgaaaatgaa gattacacaa 
3661 acaagagaga cgactctgat cttgtaaggt 

3 721 aaacgcccgt cacagaacgg gaggagaaat 
3781 aggaacagag acctaaaggc agtcagcgaa 
3841 ctgatgaaca gcagtggcct gaggaaaaga 
3 901 atgaacagaa tagtccgcca aaaaagggta 
3 961 gaggtacacc aaaagaagag ccaacaatga 
4021 ctggacctcc agcaccagag gaggaggaag 
40 81 agaagtccaa aagcaaacag caccgagtgt 
4141 ctgaatctag tgcaattgaa tccacacagt 
4201 caaaaacgcc atcaccatca caaccaaaaa 
4261 aaaccaattt caaattattt tgcaaaagtt 
4321 tttaaattcc atatatttag ccccattaca 
43 81 acggcgatga acaaatgtaa ttaataactt 
4441 tttttttttt tttttttggt caagcttgag 
4501 gactgctgaa gagtggacag ttggacctta. 
4561 tgctttagcc atacacatgg taacattgac 
4621 tggctatgta gacataaaga agaaacttgt 
4681 tgatttctga agtgcttgta tagcttttat 
4741 tttattggat ctattgattt gaaaagaatt 
4801 cagtgtttgt atttgtattt tctgcaattt 
4861 tggtgtcatt ttcttgatgt cactatttgt 
4921 tatcttacct agtgtttact cctgggcacc 
4981 cattacacca gaaggatgcc tctgatagga 
5041 gaagttcttg gattacttta cacctcagta 
5101 atggcaatga aaattttaag aagaaagatt 
5161 taaaataatg tactgaattc tttatcccat 
5221 ctgtatcaat aaaattctgt aatttgaatg 



ctaccttaag attgctaaca acaatattgc 
aaattagtaa accagatatg tcacgtctga 
tggcacaaga accctgttac catgaaatca 
tagctatcaa cgatgaatgc tatcaagtaa 
gcctttcccg tttacggctt ccacttgagt 
atcctgtaaa ggagagaaga gctcatgcta 
ggcgggagta tctgaagcag catgcagctg 
agtatgttgt tccatataca attcaccttt 
aggatattga acaacttaaa gatgttaaag 
tggctaaaaa tgaaaataac agtcacgctt 
aaacaaaaga tgcccaagga ccagatgatg 
gtgatgttgc catgaatatc atcatgtcaa 
aagacccggt actaccagct cgtttcttca 
aaaattatct gcctcctgga atgaaatcat 
atgttctagg agctgttaac aagccacttt 
catcacgaat ggaaactgta ggcaatgcaa 
gaataaaggg gaggcttgat agttctgaaa 
tgtcttcacc tttgccgggg aaaagaagtg 
ctgaattgga gaagcctaga ggcagaaaaa 
ta 99 tat 99 a tgacttgact aagttggtac 
gtcggaaaag aggccatacg gcttcagaat 
ggctcaaaga agatatatta gaaaatgaag 
aaagaggccg accaccaaaa cctcttggtg 
aaacttctaa aaaaggaagc aaaaaaaaat 
aagaagaaag acaaagtgga aatacggaac 
caaggagagc acagcagaga gcagaatctt 
ccacaccaca gaaaggacga ggaagaccat 
aaaatgtgta agttgtaaat attacatttc 
cctaaatttg taaacataca tattgctgta 
ctaggtacgg cggcgaagtg ctaaaaggga 
tctctgtgaa agctttggaa aaatcttttt 
gctgaataaa gcctttgatg cacaaaatgg 
ctttggtgac cccatacatt tgtggtcaca 
tatggagtct tgtgaaagtg taatgtgcga 
aaatatcttt tttcttttt.t ttaatgtttc 
ctgcggcttt aaactgacag tacccgactg 
tgttaggata gatcttaagc agtaatctgt 
tactgtgaaa aaaaatttgt tttcaacaat 
tggagagtta aatggtctct tccctttgtg 
cttaatcttc agaggtgcta aattgtctgc 
ggacaaccat gcaaattgtg aaatagtcct 
ttgatttgtc ccagaatttt ctggcctttc 
taaagtattt taattttaaa gagtgtgtta 
tttatcatcc tttcagtttt tattaatcta 
agt 
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Show difference in | GenBank/GenPept 1F| format [ Show 

Ci Version Update Date 

4559409 2 Apr 5 1999 1:29 



4539617 



1 



Mar 30 1999 12:03 



LOCUS 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 
REFERENCE 
REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
MEDLINE 
PUBMED 

REFERENCE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE, 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REMARK 
COMMENT 
COMMENT 

FEATURES 



HSU9582 5 52 53 bp mRNA linear PR] 

HSU95825 4392 bp mRNA linear PR] 

Human androgen- induced prostate proliferative shutoff c 
protein (AS3) mRNA, complete cds . 
U95825 

U95825.2 GI:4559409 
U95825.1 GI:4539617 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eut 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; He 
1 (bases 1 to 5253) 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Mar 
Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 4392) 

Geek, P., Szelei,J., Jimenez, J., Soto, A.M. and Sonnenscl 
Androgen- induced proliferative shutoff in prostate cane 
Proc. Annu. Meet. Am. Assoc. Cancer Res. 37, 223-223 C 

2 (bases 1 to 5253) 

2 (bases 1 to 4392) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Sot 

Early gene expression during androgen- induced inhibitic 

proliferation of prostate cancer cells: a new suppressc 

on chromosome 13, in the BRCA2-Rbl locus 

J. Steroid Biochem. Mol. Biol. 68 (1-2), 41-50 (1999) 

99229875 

10215036 

3 (bases 1 to 5253) 

J. Steroid Biochem. Mol. Biol. 

3 (bases 1 to 4392) 
Geck,P., Szelei,J., Jimenez, J. 
Direct Submission 

Submitted (28 -MAR-1997) Anatomy and Cell Biology, Tufts 
Medical School, 136 Harrison Avenue, Boston, MA 02111, 

4 (bases 1 to 5253) 

Geek, P., Szelei,J., Jimenez, J., Sonnenschein, C . and Sot 
Direct Submission 

Submitted (05 -APR-1999) Anatomy and Cell Biology, Tufts 
Medical School, 136 Harrison Avenue, Boston, MA 02111, 
Sequence update by submitter 

On Apr 5, 1999 this sequence version replaced gi:45396: 
[WARNING] On Apr 5, 1999 this sequence was replaced by 
version gi:4559409. 

Location/Qualifiers 



68, 41-45 (1999) 
Sonnenschein, C . and Sot 
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source 
source 



gene 



gene 



exon 



exon 
exon 



CDS 
exon 



CDS 



1. .5253 
1. .4392 

/organism="Homo sapiens" 
/mol_type= " mRNA " 
/ db_xr ef = " t axon i 9606" 
/ chromosome= " 13 " 
/map="13ql2-ql3" 
/eel 1_1 ine= " LNCaP " 
/cell_type="cancer cells" 
/tissue_type= "prostate" 

/note="exon 1 maps to PI Artificial Chromosome 
exons 2-24 map to cosmid 2 67pl9; exons 25-34 r 
Artificial Chromosome PAC 49J10" 
1. .5253 

/note="exons 1-21 map to cosmid 267pl9; exons 

cosmid PAC4 9J10" 

1. .4392 

/gene="AS3" 

1. .46 

/gene="AS3" 
/ number =1 
47. .173 
47. .144 
/gene="AS3" 
/number =2 
66. .4241 
145 . .271 
/gene="AS3" 
/number =3 
170. .3823 
/gene="AS3" 
/codon_start=l 

/product=" androgen- induced prostate proliferat 
associated protein" 
/protein_id= "AAD22134 .2" 
/db_xref ="GI :4559410" 

/ trans lation= "MAHSKTRTNDGKITYPPGVKEISDKISKEEMA 

MDQDSEEEKELYLNLALHLASDFFLKHPDKDVRLLVACCLADIFR3 

LKDIFMFITRQLKGLEDTKSPQFNRYFYLLENIAWVKSYNICFELI 

LFSVINNGHNQKVHMHMVDLMSS I ICEGDTVSQELLDTVLVNLVP; 

KALLKRTAQAIEPYITNFFNQVLMLGKTSISDLSEHVSDLILELYT 

/protein_id="AAD22134 . 1" 

/db_xref="GI: 453 9618" 

/ trans lation= "MHMVDLMSSIICEGDTVSQELLDTVLVNLVPi 
KALLKRTAQAIEPYITTFFNQVLMLGKTSISDLSEHVFDLILELY1 
LEFKLKSNDNEERLQWKLLAKMFGAKDSELASQNKPLWQCYLGRI 
KFASHCLMNHPDLAKDLTEYLKVRSHDPEEAIRHDVIVSIVTAAKI 
VGERTLDKRWRVRKEAMMGLAQIYKKYALQSAAGKDAAKQIAWIKI 
VRERTLDKRWRVRKEAMMGLAQIYKKYALQSAAGKDAAKQIAWIKI 
DRLLVERIFAQYMVPHNLETTERMKCLYYLYATLDLNAVKALNEMV 
LLDLIKQPKTDASVKAIFSKVMVITRSLPDPGKAQDFMKKFTQVLI 
LLDLIKQPKTDASVKAIFSKVMVITRNLPDPGKAQDFMKKFTQVLI 
VS PTCS CKQAEGCVRE I TKKLGNPKQPTNPFLEMI KFLLERI APVI 
VNKS IDGTADDEDEGVPTDQAI RAGLELLKVLS FTHPI S FHS AETI 
KVAEAALQIFKNTGSKIEEDFPHIRSALLPVLHHKSKKGPPRQAK^ 
EAQFAQIFEPLHKSLDPSNLEHLITPLVTIGHIALLAPDQFAAPLI 
ETQFAQIFEPLHKSLDPSNLEHLITPLVTIGHIALLAPDQFAAPWI 
MNDRLPGKKTTKLWVPDEEVS PETMVKI QAI KMMVRWLLGMKNNHS 
ILHSDGDLTEQGKISKPDMSRLRLAAGSAIVKLAQEPCYHEIITLI 
CYQVRQVFAQKLHKGLSRLRLPLEYMAICALCAKDPVKERRAHARC 
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LKQHAAVSEKLLSLLPEYWPYTIHLLAHDPDYVKVQDIEQLKDVI 

KNENNSHAF I RKMVEN I KQT KD AQGPDD AKMNE KL YTVCD VAMN I 3 

KDPVLPARFFTQPDKNFSNTKNYLPPGMKSFFTPGKPKTTNVLGA^ 

TKS SRMETVGNASS S SNPS S PGRI KGRLDS SEMDHSENED YTMSS I 

DLVRSELEKPRGRKKTPVTEREEKLGMDDLTKLVQEQRPKGSQRSI 

KDPVLPARFFTQPDKNFSNTKNYLPPEMKSFFTPGKPKTTNVLGA^ 

TKS SRMETVSNAS S S SNPS S PGRI KGRLDSSEMDHSENEDYTMS S I 

DLVRSELEKPRGRKKTPVTEQEEKLGMDDLTKLVQEQKPKGSQRSI 

QWPEEKRLKEDILENEDEQNSPPKKGKRGRPPKPLGGGTPKEEPTr 

PPAPEEEEEEERQSGNTEQKSKSKQHRVSRRAQQRAESSESSAIE5 

PPAPEEEEEEERQSGNTEQKSKSKQHRVSRRAQQRAESPESSAIES 

SKTPSPSQPKKNV" 
exon 174 . . 377 

/gene= M AS3 M 

/number =3 
exon 378 . . 464 

exon 272 . . 352 

/gene="AS3 M 

/ number =4 
exon 465 . . 562 

exon 353 . .493 

/gene="AS3" 

/ number =5 
exon 563 . . 689 

exon 4 94 . .609 

/gene="AS3 M 

/ number =6 
exon 690 . . 770 

exon 610 . . 704 

/gene="AS3 M 

/ number =7 
exon 771. .911 

exon 705 . . 850 

/gene="AS3" 

/number =8 
exon 912 . . 1027 

exon 851 . . 1002 . 

/gene= n AS3" 

/number =9 
exon * 1028 . . 1122 

exon 1003.. 1116 

/gene="AS3" 

/number=10 
exon 1123 . . 1268 

exon 1117 . . 1198 

/gene="AS3" 

/ number=ll 
exon 1269. . 1420 

exon 1199. .1247 

/gene="AS3" 

/number=12 
exon 1421. .1534 

exon 1248.. 1387 

/gene="AS3" 

/number=13 
exon 1535 . . 1616 

exon 1388 . . 1503 

/gene="AS3" 

/number =14 
exon 1617 . . 1665 
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exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 
exon 



exon 



1504 . .1609 
/gene="AS3 M 
/ number=15 
1666. .1805 
1610 . . 1770 
/gene="AS3" 
/ number =16 
1806. .1921 
1771. .1894 
/gene="AS3" 
/number =17 
1922 . .2027 
1895. .2053 
/gene="AS3" 
/ number=18 
2028 . .2188 
2054 . .2122 
/gene="AS3" 
/ number=19 
2189. .2312 
2123 . .2259 
/gene= M AS3" 
/number =2 0 
2313 . .2471 
2260. .2383 
/gene="AS3" 
/ number =21 
2472 . .2540 
2384 . .2588 
/gene="AS3" 
/number=22 
2541 . .2677 
2589. .2703 
/gene= M AS3" 
/number =2 3 
2678 . .2801 
2704 . .2836 
/gene="AS3" 
/number=24 
2802 . .3006 
2837 . .2956 
/gene="AS3" 
/ number=2 5 
3007 . .3121 
2957 . .3019 
/gene="AS3" 
/ number =2 6 
3122 . .3254 
3020. .3165 
/gene="AS3 n 
/number =2 7 
3255 . .3374 
3166 . .3271 
/gene="AS3" 
/ number =2 8 
3375 . .3437 
3272 . .3711 
/gene= M AS3 n 
/ number =2 9 
3438. .3583 
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exon 3712.. 3936 

/gene="AS3 n 

/number =3 0 
exon 3584 . .3689 

exon- 3937 . .4392 

/gene= ,, AS3 M 

/ number =3 1 
exon 3690 . .4129 

/gene="AS3 M 

/ number=32 
exon 413 0 . .4354 

/gene= n AS3" 

/number=3 3 
exon 4355 . .4810 

/gene="AS3" 

/number=34 

BASE COUNT 1755 a 944 c 1074 g 1480 t 

BASE COUNT 1508 a 801 c 894 g 1189 t 

ORIGIN 

1 ccggagagcc ccggagtgag cggagtagcg agtcggcaac ccggaggggt ac 
61 ctgtcatggc tcattcaaag actaggacca atgatggaaa aattacatat cc 
121 tcaaggaaat atcagataaa atatctaaag aggagatggt gagacgatta aa 
181 tgaaaacttt tatggatatg gaccaggact ctgaagaaga aaaggagctt tc 
241 tagctttaca tcttgcttca gatttttttc tcaagcatcc tgataaagat gt 
301 tggtagcctg ctgccttgct gatattttca ggatttatgc tcctgaagct cc 
361 cccctgataa actaaaggat atatttatgt ttataacaag acagttgaag gc 
421 atacaaagag cccacagttc aataggtatt tttatttgct tgagaacatt gc 
481 agtcatataa catatgcttt gagttagaag atagcaatga aattttcacc cc 
541 gaaccttatt ttcagttata aacaatggcc acaatcagaa agtccatatg cf 
601 accttatgag ctctattatt tgtgaaggtg atacagtgtc tcaggagctt tt 
661 ttttagtaaa tctggtacct gctcataaga atttaaacaa gcaagcatat gc 
721 aggctttact gaagaggaca gctcaagcta ttgagccata tattaccaat tt 
781 aggttctgat gcttgggaaa acatctatca gcgatttgtc agagcatgtc tc 
841 ttttggagct ctacaatatt gatagtcatt tgctgctctc tgttttaccc Cc 
901 ttaaattaaa gagcaatgat aatgaggagc gcctacaagt tgttaaacta ct 
961 tgtttggggc aaaggattca gaattggctt ctcaaaacaa gccactttgg cc 
1021 tgggcaggtt taatgatatc catgtaccaa tccgcctgga atgtgtgaaa tt 
1081 attgtctcat gaaccatcct gatttagcaa aagacttaac agagtatctt ac 
1141 cacatgaccc tgaggaagct attagacatg atgttattgt gtcaatagtt ac 
1201 aaaaggatat tcttctggtc aatgatcact tacttaattt tgtgggagag ac 
1261 acaaacgatg gagagtacgc aaagaagcca tgatgggact tgcccaaatt tc 
1321 atgctttaca gtcagcagct ggaaaagatg ctgcaaaaca gatagcatgg at 
1381 aattgctaca tatatattat caaaatagta ttgatgatcg actacttgtt gc 
1441 ttgctcaata catggttcct cacaatttag aaactacaga acggatgaaa tc 
1501 acttgtatgc cacactggat ttaaatgctg tgaaagcatt gaatgaaatg tc 
1561 aaaatctgct ccgacatcaa gtaaaggatt tgcttgactt gattaagcaa cc 
1621 atgccagtgt caaggccata ttttcaaaag tgatggttat tacaagaagt tt 
1681 ctggtaaggc tcaggatttc atgaagaaat tcacacaggt gttagaagat gc 
1741 taagaaagca gttagaagta cttgttagtc caacatgctc ctgcaagcag gc 
1801 gtgtgcgtga aataactaag aagttgggca accccaaaca gcctacaaat cc 
1861 aaatgatcaa gtttctcttg gagaggatag cacctgtgca catagatacc g c 
1921 gtgctcttat taaacaagtg aacaaatcaa tagatggaac agcagatgat gc 
1981 gtgttccaac tgatcaagcc atcagagcag gtcttgaact gcttaaggta ct 
2041 cacatcccat ctcatttcat tctgctgaaa catttgaatc attactggcc tc 
2101 tggatgatga aaaagtagca gaagctgcac tacaaatttt caaaaacaca gc 
2161 ttgaagagga ttttccacac atcagatcag ccttgcttcc tgttttacat cc 
2221 aaaaaggacc cccccgtcaa gccaaatatg ccattcattg tatccatgcg at 
2281 gtaaagaggc ccagtttgca cagatatttg agcctctgca taagagccta gc 
2341 acctggaaca tctcataaca ccattggtta ctattggtca tattgctctc ct 
2401 atcaatttgc tgctcctttg aaatctttgg tagctacttt cattgtgaaa g c 
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2461 tgaatgatcg gcttccaggg aaaaagacaa ctaaactttg ggttccagat gc 
2521 ctcctgagac aatggtcaaa attcaggcta ttaaaatgat ggttcgatgg c 
2581 tgaaaaataa tcacagtaaa tcaggaactt ctaccttaag attgctaaca a 
2 641 atagtgatgg agacttgaca gaacagggga aaattagtaa accagatatg t 
2701 gacttgctgc tgggagtgct attgtgaagc tggcacaaga accctgttac c 
2761 tcacattaga acaatatcag ctatgtgcat tagctatcaa cgatgaatgc t 
2821 gacaagtgtt tgcccagaaa cttcacaaag gcctttcccg tttacggctt c 
2881 atatggcaat ctgtgccctt tgtgcaaaag atcctgtaaa ggagagaaga g 

2 941 ggcaatgttt ggtgaaaaat ataaatgtaa ggcgggagta tctgaagcag c 
3001 ttagtgaaaa attattgtct cttctaccag agtatgttgt tccatataca a 
3061 tggcacatga cccagattat gtcaaagtac aggatattga acaacttaaa g 
3121 aatgtctttg gtttgttctg gaaatattaa tggctaaaaa tgaaaataac a 
3181 ttatcagaaa gatggtagaa aatattaagc aaacaaaaga tgcccaagga c 
3241 caaaaatgaa tgaaaaactg tacactgtgt gtgatgttgc catgaatatc at 
3301 agagtactac atacagtttg gaatctccta aagacccggt actaccagct c 
3361 ctcaacctga caagaatttc agtaacacca aaaattatct gcctcctgga a 
3421 ttttcactcc tggaaaacct aaaacaacca atgttctagg agctgttaac a 
34 81 catcagcagg caagcaatct cagaccaaat catcacgaat ggaaactgta g 

3 541 gcagcagctc aaatccaagc tctcctggaa gaataaaggg gaggcttgat a 
3601 tggatcacag tgaaaatgaa gattacacaa tgtcttcacc tttgccgggg a 
3 661 acaagagaga cgactctgat cttgtaaggt ctgaattgga gaagcctaga g< 
3 721 aaacgcccgt cacagaacgg gaggagaaat taggtatgga tgacttgact a 
3 781 aggaacagag acctaaaggc agtcagcgaa gtcggaaaag aggccatacg g 
3 841 ctgatgaaca gcagtggcct gaggaaaaga ggctcaaaga agatatatta g 
3 901 atgaacagaa tagtccgcca aaaaagggta aaagaggccg accaccaaaa c 

3 961 gaggtacacc aaaagaagag ccaacaatga aaacttctaa aaaaggaagc a 

4 021 ctggacctcc agcaccagag gaggaggaag aagaagaaag acaaagtgga a 
4 081 agaagtccaa aagcaaacag caccgagtgt caaggagagc acagcagaga g< 
4141 ctgaatctag tgcaattgaa tccacacagt ccacaccaca gaaaggacga g« 
4201 caaaaacgcc atcaccatca caaccaaaaa aaaatgtgta agttgtaaat a 
4261 aaaccaattt caaattattt tgcaaaagtt cctaaatttg taaacataca t 
4321 tttaaattcc atatatttag ccccattaca ctaggtacgg cggcgaagtg c 
4381 acggcgatga acaaatgtaa ttaataactt tctctgtgaa agctttggaa a 
4441 tttttttttt tttttttggt caagcttgag gctgaataaa gcctttgatg c 
4501 gactgctgaa* gagtggacag ttggacctta ctttggtgac cccatacatt t 
4561 tgctttagcc atacacatgg taacattgac tatggagtct tgtgaaagtg t 
4621 tggctatgta gacataaaga agaaacttgt aaatatcttt tttctttttt tt 
4681 tgatttctga agtgcttgta tagcttttat ctgcggcttt aaactgacag t 
4741 tttattggat ctattgattt gaaaagaatt tgttaggata gatcttaagc a< 
4 801 cagtgtttgt atttgtattt tctgcaattt tactgtgaaa aaaaatttgt t 
4 861 tggtgtcatt ttcttgatgt cactatttgt tggagagtta aatggtctct t 
4921 tatcttacct agtgtttact cctgggcacc cttaatcttc agaggtgcta a 
4 981 cattacacca gaaggatgcc tctgatagga ggacaaccat gcaaattgtg a 
5041 gaagttcttg gattacttta cacctcagta ttgatttgtc ccagaatttt c 
5101 atggcaatga aaattttaag aagaaagatt taaagtattt taattttaaa g 
5161 taaaataatg tactgaattc tttatcccat tttatcatcc tttcagtttt t 
5221 ctgtatcaat aaaattctgt aatttgaatg agt 

1 ggatacaaag agcccacaat tcaataggta tttttattta cttgagaaca t 
61 caagtcatat aacatatgct ttgagttaga agatagcaat gaaattttca c 
121 cagaacctta ttttcagtta taaacaatgg ccacaatcag aaagtccata t 
181 agaccttatg agctctatta tttgtgaagg tgatacagtg. tctcaggagc t 
241 ggttttagta aatctggtac ctgctcataa gaatttaaac aagcaagcat a 
301 aaaggcttta ctgaagagga cagctcaagc tattgagcca tatattacca c 
361 tcaggttctg atgcttggga aaacatctat cagcgatttg tcagagcatg t 
421 aattttggag ctctacaata ttgatagtca tttgctgctc tctgttttac c 
481 atttaaatta aagagcaatg ataatgagga gcgcctacaa gttgttaaac t 
541 aatgtttggg gcaaaggatt cagaattggc ttctcaaaac aagccacttt g< 
601 cttgggcagg tttaatgata tccatgtacc aatccgcctg gaatgtgtga a 
661 ccattgtctc atgaaccatc ctgatttagc aaaagactta acagagtatc t 
721 gtcacatgac cctgaggaag ctattagaca tgatgttatt gtgtcaatag t 
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781 taaaaaggat attcttctgg tcaatgatca cttacttaat tttgtgagag ac 
841 agacaaacga tggagagtac gcaaagaagc catgatggga cttgcccaaa tt 
901 atatgcttta cagtcagcag ctggaaaaga tgctgcaaaa cagatagcat gc 
961 caaattgcta catatatatt atcaaaatag tattgatgat cgactacttg tt 
1021 ctttgctcaa tacatggttc ctcacaattt agaaactaca gaacggatga a* 
1081 ttacttgtat gccacactgg atttaaatgc tgtgaaagca ttgaatgaaa tc 
1141 tcaaaatctg ctccgacatc aagtaaagga tttgcttgac ttgattaagc a; 
1201 agatgccagt gtcaaggcca tattttcaaa agtgatggtt attacaagaa at 
1261 tcctggtaag gctcaggatt tcatgaagaa attcacacag gtgttagaag at 
1321 aataagaaag cagttagaag tacttgttag tccaacatgc tcctgcaagc ac 
1381 ttgtgtgcgt gaaataacta agaagttggg caaccccaaa cagcctacaa at 
1441 ggaaatgatc aagtttctct tggagaggat agcacctgtg cacatagata c 
1501 cagtgctctt attaaacaag tgaacaaatc aatagatgga acagcagatg a 
1561 gggtgttcca actgatcaag ccatcagagc aggtcttgaa ctgcttaagg t 
1621 tacacatccc atctcatttc attctgctga aacatttgaa tcattactgg c 
1681 aatggatgat gaaaaagtag cagaagctgc actacaaatt ttcaaaaaca c 
1741 aattgaagag gattttccac acatcagatc agccttgctt cctgttttac a 
1801 taaaaaagga cccccccgtc aagccaaata tgccattcat tgtatccatg c 
1861 tagtaaagag acccagtttg cacagatatt tgagcctctg cataagagcc t 
1921 caacctggaa catctcataa caccattggt tactattggt catattgctc t 
1981 tgatcaattt gctgctcctt ggaaatcttg ggtagctact ttcattgtga a 
2 041 catgaatgat cggcttccag ggaaaaagac aactaaactt tgggttccag a 
2101 atctcctgag acaatggtca aaattcaggc tattaaaatg atggttcgat g« 
2161 aatgaaaaat aatcacagta aatcaggaac ttctacctta agattgctaa c 
2221 gcatagtgat ggagacttga cagaacaggg gaaaattagt aaaccagata t 
2281 gagacttgct gctgggagtg ctattgtgaa gctggcacaa gaaccctgtt a 
2341 catcacatta gaacaatatc agctatgtgc attagctatc aacgatgaat g 
2401 aagacaagtg tttgcccaga aacttcacaa aggcctttcc cgtttacggc tt 
2461 gtatatggca atctgtgccc tttgtgcaaa agatcctgta aaggagagaa gc 
2521 taggcaatgt ttggtgaaaa atataaatgt aaggcgggag tatctgaagc a 
2581 tgttagtgaa aaattattgt ctcttctacc agagtatgtt gttccatata c 
2641 tttggcacat gacccagatt atgtcaaagt acaggatatt gaacaactta a 
2701 agaatgtctt tggtttgttc tggaaatatt aatggctaaa aatgaaaata a 
2761 ttttatcaga aagatggtag aaaatattaa acaaacaaaa gatgcccaag g 
2821 tgcaaaaatg aatgaaaaac tgtacactgt gtgtgatgtt gccatgaata t 
2881 aaagagtact acatacagtt tggaatctcc taaagacccg gtactaccag c 

2 941 cactcaacct gacaagaatt tcagtaacac caaaaattat ctgcctcctg a 
3001 atttttcact cctggaaaac ctaaaacaac caatgttcta ggagctgtta a 
3061 ttcatcagca ggcaagcaat ctcagaccaa atcatcacga atggaaactg t 
3121 aagcagcagc tcaaatccaa gctctcctgg aagaataaag gggaggcttg a 
3181 aatggatcac agtgaaaatg aagattacac aatgtcttca cctttgccgg g 
3241 tgacaagaga gacgactctg atcttgtaag gtctg'aattg gagaagccta g< 
3301 aaaaacgccc gtcacagaac aggaggagaa attaggtatg gatgacttga c 
3361 acaggaacag aaacctaaag gcagtcagcg aagtcggaaa agaggccata c 
3421 atctgatgaa cagcagtggc ctgaggaaaa gaggctcaaa gaagatatat t 
34 81 agatgaacag aatagtccgc caaaaaaggg taaaagaggc cgaccaccaa a. 
3541 tggaggtaca ccaaaagaag agccaacaat gaaaacttct aaaaaaggaa g> 

3 601 atctggacct ccagcaccag aggaggagga agaagaagaa agacaaagtg g 
3 661 acagaagtcc aaaagcaaac agcaccgagt gtcaaggaga gcacagcaga g 
3721 tcctgaatct agtgcaattg aatccacaca gtccacacca cagaaaggac g 
3781 atcaaaaacg ccatcaccat cacaaccaaa aaaaaatgtg taagttgtaa a 
3841 tcaaaccaat ttcaaattat tttgcaaaag ttcctaaatt tgtaaacata c 
3901 tatttaaatt ccatatattt agccccatta cactaggtac ggcggcgaag t 
3 961 gaacggcgat gaacaaatgt aattaataac tttctctgtg aaagctttgg a 
4021 tttttttttt tttttttttg gtcaagcttg aggctgaata aagcctttga t 
4081 gggactgctg aagagtggac agttggacct tactttggtg accccataca tt 
4141 catgctttag ccatacacat ggtaacattg actatggagt cttgtgaaag t 
4201 gatggctatg tagacataaa gaagaaactt gtaaatatct tttttctttt t 
4261 tctgatttct gaagtgcttg tatagctttt atctgcggct ttaaactgac a« 
4321 tgtttattgg atctattgat ttgaaaagaa tttgttagga tagatcttaa 
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4381 gtcagtgttt gt 
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NCBI 



Sequence Revision History 



PubMed 



Nucleotide 



Protein 



Genome 



Structure 



PMC 



Taxonomy 



OMIM 



Find (Accessions, CI numbers or Fasta style Seqlds) U95825 
About Entrez 



Entrez 



Show difference in | GenBankDiff IS] format msmm 

Gi Version Update Date 

4559409 2 Apr 5 1999 1:29 

4539617 



c Kf n 1 Mar 30 1999 12:03 

Search for Genes 

LocusLink provides curated 
information for human, fruit 

fly, mouse, rat, and Number of accessions to be compared: Old = 1, New = 1 

zebrafish Number of matched accessions: 1 



Help I FAQ 



Batch Entrez: Upload a 
file of GI or accession 
numbers to retrieve 
proteine or nucleotide 
sequences 

Check sequence 
revision history 

How to create WWW 
links to Entrez 



LinkOut 
Cubby 

Related resources 

BLAST 



Number of unmatched accessions: Old = 0, New = 0 

Accession = U95825, Locus = HSU95825 

Differences in LOCUS names: 
old: "LOCUS HSU95825 



30-MAR-1999" 
new: "LOCUS HSU9582 5 

05-APR-1999" 

Differences in VERSION: 

old: M U95825.1 GI:4539617" 

A. 

new: "U95825.2 GI:4559409" 

a. 

Differences in BASE COUNT : 

old: " 1508 a 801 c 894 g 

A. 

new: " 1755 a 944 c 1074 g 



4392 bp 

a. 

5253 bp 



mRNA linear 



mRNA linea: 



1189 t" 
1480 t" 



Reference sequence project Differences in COMMENT: 

old: "[WARNING] On Apr 5, 1999 this sequence was replaced by a new€ 



LocusLink 



Clusters of orthologous groups 



Protein reviews on the web 



gi:4559409. n 

new: "On Apr 5, 1999 this sequence version replaced gi:4539617." 



Differences in SEQUENCE: 

First base with dif f : 1 
The number of diffs: 3245 
Old length: 4392 
New length: 5253 
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Threshold: 10 

Bases with diffs: 1, 2, 3, 4, 6, 8, 9, 10, 11 



'Differences in FEATURE . source : 



Old feature source 1..4392 

/note 

/organism 

/mol_type 

/db_xref 

/chromosome 

/map 

/cell__line 
/cell_type 
/tissue_type 

Differences in FEATURE . gene : 



Old feature gene 1..4392 

/gene 



"exons 1-21 map to cosmid 267pl9; 

22-31 map to cosmid PAC49J10" 
"Homo sapiens" 
"mRNA" 

"taxon:96 06" 
"13" 

"13ql2-ql3" 
"LNCaP" 

"cancer cells" 
"prostate" 



= "AS3 M 



Differences in FEATURE . exon : 



Old feature exon 47.. 144 

/gene = "AS3" 

/number = "2 " 

Differences in FEATURE . exon : 

Old feature exon 145.. 271 

. /gene = "AS 3 " 

/number = "3 " 



Differences in FEATURE. CDS: 



Old feature CDS 170.. 3823 

/gene = "AS 3 " 

/codon_start = "1" 

/product = "androgen- induced prostate prolii 

shutoff associated protein" 
/protein_id = "AAD22134.1" 

/db_xref = "GI:4539618" 

/translation = "MHMVDLMSSIICEGDTVSQELLDTVLVNLVP; 

akallkrtaqaiepyittffnqvlmlgktsi5 
elynidshlllsvlpqlefklksndneerlq\ 
dselasqnkplwqcylgrfndihvpirlecvi 
lakdlteylkvrshdpeeairhdvivsivta; 
lnfvrertldkrwrvrkeammglaqiykkyai 
iawikdkllhiyyqnsiddrllverifaqyma 
clyylyatldlnavkalnemwkcqnllrhqvi 
das vka i f s kvmv i trnl pd pgkaqd fmkkf 1 ] 
qlevlvs ptcs ckqaegcvre itkklgnpkqi 
leriapvhidtesisalikqvnksidgtaddi 
aglellkvlsfthpisfhsaetfesllacli^ 
i fkntgs ki eedfphirs allpvlhhks kkgi 
haifssketqfaqifeplhksldpsnlehln 
apdqfaapwkswvatfivkdllmndrlpgkk 1 ] 
petmvki qai kmmvrwllgmknnhs ksgtsti 
dlteqgkiskpdmsrlrlaagsaivklaqepc 
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LCALAINDECYQVRQVFAQKLHKGLSRLRLPI 
DPVKERRAHARQCLVKNINVRREYLKQHAAVS 
VPYTIHLLAHDPDYVKVQDIEQLKDVKECLWI 
NSHAFIRKMVENIKQTKDAQGPDDAKMNEKL^) 
SKSTTYSLESPKDPVLPARFFTQPDKNFSNTI 
TPGKPKTTNVLGAVNKPLS S AGKQSQTKS SR£ 
PSSPGRIKGRLDSSEMDHSENEDYTMSSPLPC 
VRSELEKPRGRKKTPVTEQEEKLGMDDLTKIA 
RKRGHTASESDEQQWPEEKRLKEDILENEDEC 
PPKPLGGGTPKEEPTMKTSKKGSKKKSGPPAI 
NTEQKSKSKQHRVSRRAQQRAESPESSAIEST 
SKTPSPSQPKKNV" 



Differences in FEATURE . exon : 

Old feature exon 272.. 352 

/gene = "AS3 M 

/number - "4" 

Differences in FEATURE . exon : 

Old feature exon 353.. 493 

/gene = "AS 3 " 

/number = "5" 



Differences in FEATURE . exon : 

Old feature exon 494.. 609 

/gene = "AS 3 " 

/number = "6" 

Differences in FEATURE . exon : 

Old feature exon 610.. 704 

/gene = "AS 3 " 

/number = "7" 



Differences in FEATURE . exon : 

Old feature exon . 705.. 850 

/gene = "AS 3 " 

/number = "8" 

Differences in FEATURE . exon : 



Old feature exon 851.. 1002 

/gene = "AS 3 " 

/number = "9" 



Differences in FEATURE . exon : 



Old feature exon 1003.. 1116 

/gene = "AS 3 " 

/number = "10" 

Differences in FEATURE . exon : 



Old feature exon 1117.. 1198 

/gene = "AS 3 " 

/number = "11" 
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Differences in FEATURE . exon : 



Old feature exon 1199.. 1247 

/gene = "AS 3 

/number = "12" 

Differences in FEATURE . exon : 



Old feature exon 1248.. 1387 

/gene = n AS3 

/number = "13" 

Differences in FEATURE . exon : 



Old feature exon 1388.. 1503 

/gene = "AS 3 

/number = "14" 



Differences in FEATURE . exon : 



Old feature exon 1504.. 1609 

/gene = "AS 3 " 

/number = "15" 

Differences in FEATURE . exon : 

Old feature exon 1610.. 1770 

/gene = "AS 3 " 

/number = "16" 



Differences in FEATURE . exon : 



Old feature exon 1771.. 1894 

/gene = "AS 3 

/number = "17" 



Differences in FEATURE . exon : 



Old feature exon 1895.. 2053 

/gene = "AS3 " 

/number = "18" 



Differences in FEATURE . exon : 



Old feature exon 2054.. 2122 

/gene = "AS 3" 

/number = "19" 

Differences in FEATURE . exon : 



Old feature exon 2123.. 2259 

/gene = M AS3" 

/number = "20" 

Differences in FEATURE . exon : 



Old feature exon 2260.. 2383 

/gene = "AS 3 " 

/number = "21" 
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Differences in FEATURE . exon : 

Old feature exon 2384.. 2588 

/gene = "AS 3" 

/number = "22" 

Differences in FEATURE . exon : 

Old feature exon 2589. .2703 

/gene = "AS 3 " 

/number = "23" 

Differences in FEATURE . exon : 

Old feature exon 2704.. 2836 

/gene = "AS 3" 

/number = "24" 

Differences in FEATURE . exon : 

Old feature exon 2837.. 2956 

/gene = "AS 3 " 

/number = "25" 

Differences in FEATURE . exon : 

Old feature exon 2957.. 3019 

/gene = "AS 3 " 

/number = "26" 

Differences in FEATURE . exon : 

Old feature exon 3020.. 3165 

/gene = "AS 3" 

/number = "27" 

Differences in FEATURE . exon : 

Old feature exon 3166.. 3271 

/gene = "AS 3 " 

/number = "28 " 

Differences in FEATURE . exon : 

Old feature exon 3272.. 3711 

/gene = "AS 3" 

/number = "29" 

Differences in FEATURE . exon : 

Old feature exon 3 7 12.. 3 93 6 

/gene = "AS 3 11 

/number = "30" 

Differences in FEATURE . exon : 

Old feature exon 3937.. 4392 

/gene = "AS 3 " 

/number = "31" 
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Differences in FEATURE . source : 



New feature 



source 1 . . 5253 
/note 



/organism 

/mol_type 

/db_xref 

/chromosome 

/map 

/cell_line 
/cell_type 
/tissue_type 



Differences in FEATURE . gene : 



New feature 



gene 
/gene 



.5253 



"exon 1 maps to PI Artificial Chi 
PAC2 6H23; exons 2-24 map to cosn 
exons 25-34 map to PI Artificial 
Chromosome PAC 49J10" 

"Homo sapiens" 

"mRNA" 

"taxon: 96 06" 
"13" 

"13ql2-ql3" 
" LNCaP" 

"cancer cells" 
"prostate" 



= "AS 3 " 



Differences in FEATURE . exon : 



New feature 



exon 

/gene 

/number 



47 . . 173 



"AS 3" 
ii 2 " 



Differences in FEATURE . CDS : 



New feature 



66. .4241 



CDS 
/gene 

/codon_start 
/product 

/protein_id 

/db_xref 

/translation 



"AS 3" 
it 2_ " 

"androgen- induced prostate prolil 

shutoff associated protein" 
"AAD22134 .2" 
"GI:4559410" 

"mahsktrtndgkityppgvkeisdkiskeenft 
dmdqdseeekelylnlalhlasdfflkhpdki 
i fr i yape ap yts pdklkd i fmf i trqlkgli 
ylleniawvksynicfeledsneiftqlyrti 
vhmhmvdlmss i icegdtvsqelldtvlvnla 
dlakallkrtaqa i e p y i tnffnqvlmlgkts 
ilelynidshlllsvlpqlefklksndneeri 
akdselasqnkplwqcylgrfndihvpirlec 
pdlakdlte ylkvrshdpeeairhdvi vs i vt 
hllnfvgertldkrwrvrkeammglaq i ykm 
kq i aw i kd kllh i yyqns i ddrllver i faq'i 
mkclyylyatldlnavkalnemwkcqnllrh*; 
ktdasvkaifskvmvitrslpdpgkaqdfmki 
rkqlevlvs ptcs c kqaegcvre i tkklgnpi 
flleriapvhidtesisalikqvnksidgtai 
iraglellkvlsfthpisfhsaetfesllaci 
lqifkntgskieedfphirsallpvlhhkski 
cihaifsskeaqfaqifeplhksldpsnlehi 
llapdqfaaplkslvatfivkdllmndrlpgi 
vspet1wkiqaikmmvrwllgmknnhsksgt5 
dgdlteqgki s kpdmsrlrlaags ai vklaqi 
yqlcalaindecyqvrqvfaqklhkglsrlri 
akdpvkerraharqclvkninvrreylkqha; 
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Differences 
New feature 



in FEATURE . exon : 

exon 174 . . 377 

/gene 

/number 



Differences in FEATURE . exon : 

New feature exon 378. 

/gene 
/number 

Differences in FEATURE . exon : 

New feature exon 465. 

/gene 
/number . 

Differences in FEATURE . exon : 

New feature exon 563. 

/gene 
/number 

in FEATURE . exon : 

exon 690. 
/gene 
/number 



.464 



562 



,689 



Differences 
New feature 



, 770 



Differences in FEATURE . exon : 

New feature exon 771. 

/gene 
/number 

Differences in FEATURE . exon : 

New feature exon 912 . , 

/gene 
/number 

Differences in FEATURE . exon : 

New feature exon 1028, 

/gene 
/number 

Differences in FEATURE . exon : 



. 911 , 



YWPYTIHLLAHDPDYVKVQDIEQLKDVKECI 
ENNSHAF IRKMVENI KQTKDAQGPDDAKMNEI 
IMSKSTTYSLESPKDPVLPARFFTQPDKNFS* 
FFTPGKPKTTNVLGAVNKPLSSAGKQSQTKSS 
SNPS S PGR I KGRLDSS EMDHS ENED YTMS S PI 
DLVRSELEKPRGRKKTPVTEREEKLGMDDLTI 
RSRKRGHTASESDEQQWPEEKRLKEDILENEI 
GRPPKPLGGGTPKEEPTMKTSKKGSKKKSGPI 
SGNTEQKS KS KQHRVS RRAQQRAE S S E S S A 1 1 
RPSKTPSPSQPKKNV" 



"AS 3" 
it ^ " 



"AS 3" 



"AS 3" 
ti 5 ii 



"AS 3 » 
"6" 



"AS 3" 
it 7 ii 



"AS 3" 
"8" 



.1027 

= "AS 3 " 
_ ii ^ ii 



,1122 

= "AS 3 " 
= "10" 
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New feature exon 1123.. 1268 

/gene = "AS 3 " 

/number = "11" 

Differences in FEATURE . exon : 

New feature exon 1269.. 1420 

/gene = "AS 3 " 

/number = "12" 

Differences in FEATURE . exon : 

New feature exon 1421.. 1534 

/gene = "AS 3 " 

/number = "13" 

Differences in FEATURE . exon : 

New feature exon 1535.. 1616 

/gene = "AS 3 " 

/number = "14" 

Differences in FEATURE . exon : 

New feature exon 1617.. 1665 

/gene = "AS 3 " 

/number = "15" 

Differences in FEATURE . exon : 

New feature exon 1666.. 1805 

/gene = "AS 3" 

/number = "16" 

Differences in FEATURE . exon : 

New feature exon 1806.. 1921 

/gene = "AS 3 " 

/number = "17" 

Differences in FEATURE . exon : 

New feature exon 1922.. 2027 

/gene = "AS 3 " 

/number = "18" 

Differences in FEATURE . exon : 

New feature exon 2028.. 2188 

/gene = "AS 3" 

/number = "19" 

Differences in FEATURE . exon : 

New feature exon 2189.. 2312 

/gene = "AS 3 " 

/number = "20" 

Differences in FEATURE . exon : 
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New feature exon 2313.. 2471 

/gene = "AS 3 " 

/number = "21" 

Differences in FEATURE . exon : 

New feature exon 2472.. 2540 

/gene = "AS 3 " 

/number = "22" 

Differences in FEATURE . exon : 

New feature exon 2541.. 2677 

/gene = "AS 3 " 

/number = "23" 

Differences in FEATURE . exon : 

New feature exon 2678.. 2801 

/gene = "AS 3 " 

/number = "24" 

Differences in FEATURE . exon : 



New feature exon 2802.. 3006 

/gene = "AS 3" 

/number = "25" 

Differences in FEATURE . exon : 



New feature exon 3007.. 3121 

/gene = "AS 3" 

/number = "26" 

Differences in FEATURE . exon : 



New feature exon 3122.. 3254 

/gene = "AS 3 " 

/number = "27" 

Differences in FEATURE . exon : 



New feature exon 3255.. 3374 

/gene = "AS 3" 

/number = "2 8" 

Differences in FEATURE . exon : 



New feature exon 3375.. 3437 

/gene = "AS 3 " 

/number = "2 9" 

Differences in FEATURE . exon : 



New feature exon 3438.. 3583 

/gene = "AS 3" 

/number = "30" 

Differences in FEATURE . exon : 
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New feature 



exon 3584.. 3689 
/gene = "AS3 ' 

/number = "31" 



Differences in FEATURE . exon : 



New feature 



exon 3690.. 4129 
/gene = M AS3" 

/number = "32" 



Differences in FEATURE . exon : 

New feature exon 4130.. 4354 

/gene • = "AS 3 " 

/number = "33" 

Differences in FEATURE . exon : 



New feature 



exon 4355 . .4810 
/gene = "AS 3" 

/number = "34" 



Differences in REFERENCE: 



Old reference: 

ref line : 
authors : 

title: 



journal : 
New reference: 

ref line : 
authors : 



title: 



journal : 
muid : 
pmid: 
New reference : 

ref line : 
authors : 

title : 
journal : 



remark : 
Differences in ORGANISM: 



"2 (bases 1 to 4392) " 

"Geek, P., Szelei,J., Jimenez, J., Sonnensche 
Soto, A.M. M 

"Early gene expression during androgen-indi 
inhibition of proliferation of prostate c< 
cells: a new suppressor candidate on chron 
in the BRCA2 -Rbl locus" 

"J. Steroid Biochem. Mol . Biol. 68, 41-45 

"2 (bases 1 to 5253) " 

"Geek, P., Szelei,J., Jimenez, J., Sonnensche 
Soto, A.M." 

"Early gene expression during androgen-indi 
inhibition of proliferation of prostate Ce 
cells: a new suppressor candidate on chron 
in the BRCA2-Rbl locus" 

"J. Steroid Biochem. Mol. Biol. 68 (1-2), < 

"99229875" 

"10215036" 

"4 (bases 1 to 5253) " 

"Geek, P., Szelei,J., Jimenez, J., Sonnensche 
Soto, A.M. " 
"Direct Submission" 

"Submitted (05-APR-1999) Anatomy and Cell I 
Tufts University Medical School, 136 Harrj 
Avenue, Boston, MA 02111, USA" 

"Sequence update by submitter" 



Changed lineage = 

old: "Eukaryota; Metazoa; Chordata; Craniata; Vert* 
Mammalia; Eutheria; Primates; Catarrhini ; Hon 



http://www.ncbi.nlm.nih.gov/entrez/sutils/girevhist.cgi 



9/25/03 



GI State 



Page 1 1 of 1 1 



Homo . " 

new: "Eukaryota; Metazoa; Chordata; Craniata; Verte 
Euteleostomi ; Mammalia; Eutheria; Primates; C 

A 

Hominidae; Homo." 



Disclaimer 1 Write to the Help Desk 
NCBI | NLM | NIH 
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NCBI 



PubMed 



Nucleotide 



Protein 



Genome 



Sequence Revision History 

Taxonomy 



Structure 



PMC 



OMIM 



O 



Entrez 



Search for Genes 

LocusUnk provides curated 
information for human, fruit 
fly, mouse, rat, and 
zebrafish 



Help I FAQ 



Batch Entrez: Upload a 
file of GI or accession 
numbers to retrieve 
proteine or nucleotide 
sequences 



Check sequence 
revision history 



How to create WWW 
links to Entrez 



Find (Accessions, CI numbers or Fasta style 5eff/Js) [U95825 
About Entrez ^ ^Show difference* in | blast 

Gi Version 

4559409 2 
4539617 1 



m 



JF| format 



Show 



Update Date 

Apr 5 1999 1:29 
Mar 30 1999 12:03 



Query= gi | 4559409 | gb | U95825 . 2 | HSU95825 Human androgen- induced prost 
proliferative shutoff associated protein (AS3) mRNA, complete cds 
(5253 letters) 

<gi | 4539617 |gb|U95825 . 1 |HSU95825 Human androgen -induced prostate 
proliferative shutoff associated protein (AS3) mRNA, 
complete cds 
Length = 43 92 

Score = 7583 bits (3825), Expect =0.0 
Identities = 3959/4017 (98%) 
Strand = Plus / Plus 



Query: 419 
Sbjct: 1 



ggatacaaagagcccacagttcaataggtatttttatttgcttgagaacattgct 

Mill III Ml Mill I MINI Mill I llllllll MMMMIMM 

ggatacaaagagcccacaattcaataggtatttttatttacttgagaacattgct 



LinkOut 
Cubby 



Query: 4 79 caagtcatataacatatgctttgagttagaagatagcaatgaaattttcacccac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 61 caagtcatataacatatgctttgagttagaagatagcaatgaaattttcacccac 



Query : 53 9 cagaaccttattttcagttataaacaatggccacaatcagaaagtccatatgcac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 

Related resources Sbjct : 121 cagaaccttattttcagttataaacaatggccacaatcagaaagtccatatgcac 



BLAST 



Reference sequence project 



Query: 5 99 agaccttatgagctctattatttgtgaaggtgatacagtgtctcaggagcttttc 

M 1 1 1 1 1 1 1 1 1 1 1 1 II I II II 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II II 

Sbjct : 181 agaccttatgagctctattatttgtgaaggtgatacagtgtctcaggagcttttc 



LocusUnk 



Clusters of orthologous groups 



Query: 659 ggttttagtaaatctggtacctgctcataagaatttaaacaagcaagcatatgat 

I I I I I I I II I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I M I I I I 
Sbjct : 241 ggttttagtaaatctggtacctgctcataagaatttaaacaagcaagcatatgat 



Protein reviews on the web 



Query: 719 aaaggctttactgaagaggacagctcaagctattgagccatatattaccaannni 

IIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIII 

Sbjct : 3 01 aaaggctttactgaagaggacagctcaagctattgagccatatattaccactttt 



Query: 779 tcaggttctgatgcttgggaaaacatctatcagcgatttgtcagagcatgtctct 
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Sbjct: 



IIIIIMIIIIIIIIIIIIIIIIIIII IIMMMMIMMIIIIMIMM I 

361 tcaggttctgatgcttgggaaaacatctatcagcgatttgtcagagcatgtcttt 



Query: 83 9 aattttggagctctacaatattgatagtcatttgctgctctctgttttaccccac 

i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i fi 

Sbj ct : 421 aattttggagctctacaatattgatagtcatttgctgctctctgttttaccccac 



Query: 
Sbjct : 



899 



481 



atttaaattaaagagcaatgataatgaggagcgcctacaagttgttaaactactc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 

atttaaattaaagagcaatgataatgaggagcgcctacaagttgttaaactactc 



Query: 
Sbjct: 



959 



541 



aatgtttggggcaaaggattcagaattggcttctcaaaacaagccactttggcac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 

aatgtttggggcaaaggattcagaattggcttctcaaaacaagccactttggcac 



Query: 1019 cttgggcaggtttaatgatatccatgtaccaatccgcctggaatgtgtgaaattt 

MIMIIMIIIIIIMMIIIIII IIIIIIIIIIIIIMIIIIIIIMIIIII! 

Sbjct : 601 cttgggcaggtttaatgatatccatgtaccaatccgcctggaatgtgtgaaattt 



Query: 1079 ccattgtctcatgaaccatcctgatttagcaaaagacttaacagagtatcttaac 

IIIIIMIIIIMIIIIMIIIIII Mill IIIMilllllllllllllllllll 

Sbjct : 661 ccattgtctcatgaaccatcctgatttagcaaaagacttaacagagtatcttaac 



Query: 1139 gtcacatgaccctgaggaagctattagacatgatgttattgtgtcaatagttacc 

I II IIIMIMI Mlllilllll I II III III llllllll llllll III III II 

Sbjct : 721 gtcacatgaccctgaggaagctattagacatgatgttattgtgtcaatagttacc 



Query : 1199 taaaaaggatattcttctggtcaatgatcacttacttaattttgtgggagagagc 

llllllllllll IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIII llllllll 

Sbjct : 781 taaaaaggatattcttctggtcaatgatcacttacttaattttgtgagagagage 



Query: 12 5 9 agacaaacgatggagagtacgcaaagaagccatgatgggacttgcccaaatttat 

IMMIMIMI IIIIMMIIIIMMIIIMMMIMMMMIMIMM 

Sbj ct : 841 agacaaacgatggagagtacgcaaagaagccatgatgggacttgcccaaatttat 



Query: 1319 atatgctttacagtcagcagctggaaaagatgctgcaaaacagatagcatggatc 

MMMIMIMIMIIMIIMIMI III MIMIIIIIIIMIIIMIIMM 

Sbj ct : 901 atatgctttacagtcagcagctggaaaagatgctgcaaaacagatagcatggatc 



Query : 13 7 9 caaattgctacatatatattatcaaaatagtattgatgatcgactacttgttgac 

MM MIMIIIIMIIIIIIMIIII III IMIIIIIIMIIIIIIIIIIIIII 

Sbjct : 961 caaattgctacatatatattatcaaaatagtattgatgatcgactacttgttgac 



Query : 143 9 ctttgctcaatacatggttcctcacaatttagaaactacagaacggatgaaatgc 

INI III llllll Illllilllll II III III II 1 1 II 1 1 II II I II 1 1 II II 

Sbjct : 1021 ctttgctcaatacatggttcctcacaatttagaaactacagaacggatgaaatgc 



Query: 1499 ttacttgtatgccacactggatttaaatgctgtgaaagcattgaatgaaatgtgc 
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IIIIIIIMIMIIMIMIIIIIIIMI IlilllMlllMIMIIIIIIIII! 

Sbjct : 1081 ttacttgtatgccacactggatttaaatgctgtgaaagcattgaatgaaatgtgc 



Query: 155 9 tcaaaatctgctccgacatcaagtaaaggatttgcttgacttgattaagcaaccc 

MIMMIIIIMIIMMIMIMIMI MIIIIMIMIIMMMIIMM 

Sbjct : 1141 tcaaaatctgctccgacatcaagtaaaggatttgcttgacttgattaagcaaccc 



Query : 1619 agatgccagtgtcaaggccatattttcaaaagtgatggttattacaagaagtttc 

IIIIMIIIIIIIIIMIIIIIIIMIMIIIIIIIII IIIMIIIIMI 1 1 II 

Sbj ct : 1201 agatgccagtgtcaaggccatattttcaaaagtgatggttattacaagaaatttc 



Query : 167 9 tcctggtaaggctcaggatttcatgaagaaattcacacaggtgttagaagatgat 

II III III IIIIMIIIIII II! MINI III III I II IIMIIIMIII Ml I! 

Sbjct : 1261 tcctggtaaggctcaggatttcatgaagaaattcacacaggtgttagaagatgat 



Query : 1739 aataagaaagcagttagaagtacttgttagtccaacatgctcctgcaagcaggct 

II III III llllllimil MINIMI I II III I II IIIIMIIIIII III II 

Sbjct : 1321 aataagaaagcagttagaagtacttgttagtccaacatgctcctgcaagcaggct 



Query : 1799 ttgtgtgcgtgaaataactaagaagttgggcaaccccaaacagcctacaaatcct 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii iiiiiiiiiiiiiiiiiiiiiii 

Sbjct : 1381 ttgtgtgcgtgaaataactaagaagttgggcaaccccaaacagcctacaaatcct 



Query : 1859 ggaaatgatcaagtttctcttggagaggatagcacctgtgcacatagataccgac 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii mi iiiiiiiiiiiiiiiiiii 

Sbjct : 1441 ggaaatgatcaagtttctcttggagaggatagcacctgtgcacatagataccgac 



Query: 1919 cagtgctcttattaaacaagtgaacaaatcaatagatggaacagcagatgatgac 

lllllllllllllllllllllllllllll IIIIIIIIIIIIIIIIIIIIIMIM 

Sbjct : 1501 cagtgctcttattaaacaagtgaacaaatcaatagatggaacagcagatgatgac 



Query : 1979 gggtgttccaactgatcaagccatcagagcaggtcttgaactgcttaaggtactc 

IMIIIIIMIIIIIIIIIIIIIIIIIII III III llllllllllllllllllll 

Sbjct : 1561 gggtgttccaactgatcaagccatcagagcaggtcttgaactgcttaaggtactc 



Query : 2 03 9 tacacatcccatctcatttcattctgctgaaacatttgaatcattactggcctgt 

iiiiiiiiiiiiiiiiiiiiiii iniii linn iiiiiiiiiiiiiiii mi 

Sbjct : 1621 tacacatcccatctcatttcattctgctgaaacatttgaatcattactggcttgt 



Query : 2 0 99 aatggatgatgaaaaagtagcagaagctgcactacaaattttcaaaaacacaggc 

MIIIIMMMIIIIIIIIIIIMIMI MIMIMIMIIIIIIIIIMIIII 

Sbjct : 1681 aatggatgatgaaaaagtagcagaagctgcactacaaattttcaaaaacacaggc 



Query : 2159 aattgaagaggattttccacacatcagatcagccttgcttcctgttttacatcac 

IIIIIIIIIIIIIIIIIIIIIII llllll llllll Mill I lllllilll Mill 

Sbjct : 1741 aattgaagaggattttccacacatcagatcagccttgcttcctgttttacatcac 



Query: 2219 taaaaaaggannnnnnngtcaagccaaatatgccattcattgtatccatgcgatc 
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Sbjct : 1801 taaaaaaggacccccccgtcaagccaaatatgccattcattgtatccatgcgatE 
Query: 22 79 tagtaaagaggcccagtttgcacagatatttgagcctctgcataagagcctagat 

llllllllll MINIMUM IIIIIIMIIIIIIMIIIMIIIIIIIMI 

Sbj ct : 1861 tagtaaagagacccagtttgcacagatatttgagcctctgcataagagcctagat 
Query: 2 33 9 caacctggaacatctcataacaccattggttactattggtcatattgctctcctt 

1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 

Sbjct : 1921 caacctggaacatctcataacaccattggttactattggtcatattgctctcctt 
Query: 23 99 tgatcaatttgctgctcctttgaaatctttggtagctactttcattgtgaaagat 

1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i I MMMII 1 1 1 1 M 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Sbjct : 1981 tgatcaatttgctgctccttggaaatcttgggtagctactttcattgtgaaagat 
Query : 2459 catgaatgatcggcttccagggaaaaagacaactaaactttgggttccagatgac 

Ml I IMMIM Mill Mill Ml I II 1 1 Mill MMMII I MM Mill 

Sbjct : 2041 catgaatgatcggcttccagggaaaaagacaactaaactttgggttccagatgae 
Query: 2 519 atctcctgagacaatggtcaaaattcaggctattaaaatgatggttcgatggctc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2101 atctcctgagacaatggtcaaaattcaggctattaaaatgatggttcgatggctc 
Query: 2579 aatgaaaaataatcacagtaaatcaggaacttctaccttaagattgctaacaacc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 i 

Sbj ct : 2161 aatgaaaaataatcacagtaaatcaggaacttctaccttaagattgctaacaacc 
Query: 263 9 gcatagtgatggagacttgacagaacaggggaaaattagtaaaccagatatgtCc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2221 gcatagtgatggagacttgacagaacaggggaaaattagtaaaccagatatgtcc 
Query: 2699 gagacttgctgctgggagtgctattgtgaagctggcacaagaaccctgttaccat 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2281 gagacttgctgctgggagtgctattgtgaagctggcacaagaaccctgttaccat 
Query: 2 759 catcacattagaacaatatcagctatgtgcattagctatcaacgatgaatgctat 

Ml Mill I Ml I Mill MMMII Mill Ml llllllllll Mill II Ml 

Sbjct : 2341 catcacattagaacaatatcagctatgtgcattagctatcaacgatgaatgctat 
Query: 2 819 aagacaagtgtttgcccagaaacttcacaaaggcctttcccgtttacggcttccc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 

Sbj ct : 2401 aagacaagtgtttgcccagaaacttcacaaaggcctttcccgtttacggcttcce 
Query: 2 87 9 gtatatggcaatctgtgccctttgtgcaaaagatcctgtaaaggagagaagagct 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2461 gtatatggcaatctgtgccctttgtgcaaaagatcctgtaaaggagagaagagct 
Query : 2 93 9 taggcaatgtttggtgaaaaatataaatgtaaggcgggagtatctgaagcagcat 
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I ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! F 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 j 1 1 M 1 1 1 1! 1 1 i 1 1 1 1 1 1 1 i 

Sbjct : 2521 taggcaatgtttggtgaaaaatataaatgtaaggcgggagtatctgaagcagcat 



Query : 2 999 tgttagtgaaaaattattgtctct tctaccagagtatgttgttccatatacaatt 

Mill I MM III III II Mill llllll llllllllllllllllllll Mill 

Sbj ct : 2581 tgttagtgaaaaattattgtctcttctaccagagtatgttgttccatatacaatt 



Query : 3 059 tttggcacatgacccagattatgtcaaagtacaggatattgaacaacttaaagat 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 r i j i j 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 

Sbjct : 2641 tttggcacatgacccagattatgtcaaagtacaggatattgaacaacttaaagat 



Query : 3119 agaatgtctttggtttgttctggaaatattaatggctaaaaatgaaaataacagt 

1 1 1 M 1 1 II 1 1 M 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2701 agaatgtctttggtttgttctggaaatattaatggctaaaaatgaaaataacagt 



Query : 3179 ttttatcagaaagatggtagaaaatattaagcaaacaaaagatgcccaaggaccc 

MM llllllllll III llllllll Ml I llllllllllll Mill Mill 

Sbj ct : 2761 ttttatcagaaagatggtagaaaatattaaacaaacaaaagatgcccaaggaccc 



Query: 323 9 tgcaaaaatgaatgaaaaactgtacactgtgtgtgatgttgccatgaatatcatc 

Mill 1 1 llllll Mill Ml II I lllllll Mill IIIIIIIIIIIIIIMM 

Sbjct : 2 821 tgcaaaaatgaatgaaaaactgtacactgtgtgtgatgttgccatgaatatcatc 



Query: 3299 aaagagtactacatacagtttggaatctcctaaagacccggtactaccagctcgt 

MM llllllllllllllllllll I Mill Mill I IIMIMIIIIIIIMM 

Sbjct : 2881 aaagagtactacatacagtttggaatctcctaaagacccggtactaccagctcgt 



Query: 3 3 59 cactcaacctgacaagaatttcagtaacaccaaaaattatctgcctcctggaatc 

Mill llllllllllll llllllll IIIMIIIIIIIIIMII llllll Mil 

Sbjct : 2941 cactcaacctgacaagaatttcagtaacaccaaaaattatctgcctcctgaaatc 



Query: 3419 atttttcactcctggaaaacctaaaacaaccaatgttctaggagctgttaacaac 

1 1 1 1 1 1 1 1 1 1 M 1 1 1 ii M 1 1 1 ii 1 1 1 ii 1 1 1 1 1 1 ii ii 1 1 ii 1 1 1 1 1 1 1 ii i ii 

Sbj ct : 3 0 01 atttttcactcctggaaaacctaaaacaaccaatgttctaggagctgttaacaac 



Query : 3479 ttcatcagcaggcaagcaatctcagaccaaatcatcacgaatggaaactgtaggc 

II Mill Mill I llllllllllll I II II 1 1 IIMIMIIII Ml MM II 

Sbj ct : 3 061 ttcatcagcaggcaagcaatctcagaccaaatcatcacgaatggaaactgtaagc 



Query: 3 53 9 aagcagcagctcaaatccaagctctcctggaagaataaaggggaggcttgatagt 

i ii ii ii 1 1 1 1 ii ii ii i ii ii i ii i ii ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 ii ii i 

Sbjct : 3121 aagcagcagctcaaatccaagctctcctggaagaataaaggggaggcttgatagt 



Query: 3599 aatggatcacagtgaaaatgaagattacacaatgtcttcacctttgccggggaac 

llllllll II I II Mill MM III I Mill 1 1 llllll I III I Mill llllll 

Sbjct : 3181 aatggatcacagtgaaaatgaagattacacaatgtcttcacctttgccggggaac 



Query: 3659 tgacaagagagacgactctgatcttgtaaggtctgaattggagaagcctagaggc 
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IIIMIIIIIIIIIIIIIIIIIIIIIIII IIIIMIMIMMIIIIMIIIMI 

Sbjct : 3241 tgacaagagagacgactctgatcttgtaaggtctgaattggagaagcctagaggc 



Query : 3719 nnnnncgcccgtcacagaacgggaggagaaattaggtatggatgacttgactaac 

Ml 1 1 1 1 1 1 1 1 1 1 1 III Mill I! Ell I IMIMI IIIIMI IIIMI 

Sbjct : 3 3 01 aaaaacgcccgtcacagaacaggaggagaaattaggtatggatgacttgactaac 



Query : 3 779 acaggaacagagacctaaaggcagtcagcgaagtcggaaaagaggccatacggct 

MIIIMIMI IMMMIMMIMM Mill llllllll IMMMMIMI 

Sbjct : 3361 acaggaacagaaacctaaaggcagtcagcgaagtcggaaaagaggccatacggct 



Query: 3 83 9 atctgatgaacagcagtggcctgaggaaaagaggctcaaagaagatatattagae 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3421 atctgatgaacagcagtggcctgaggaaaagaggctcaaagaagatatattagac 



Query: 3899 agatgaacagaatagtccgccaaaaaagggtaaaagaggccgaccaccaaaacct 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 i ! 

Sbj ct : 34 81 agatgaacagaatagtccgccaaaaaagggtaaaagaggccgaccaccaaaacct 



Query: 3959 tggaggtacaccaaaagaagagccaacaatgaaaacttctaaaaaaggaagcnnr 

1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3541 tggaggtacaccaaaagaagagccaacaatgaaaacttctaaaaaaggaagcaac 



Query: 4 019 ntctggacctccagcaccagaggaggaggaagaagaagaaagacaaagtggaaat 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3601 atctggacctccagcaccagaggaggaggaagaagaagaaagacaaagtggaaat 



Query: 4 079 acagaagtccaaaagcaaacagcaccgagtgtcaaggagagcacagcagagagcc 

1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 3661 acagaagtccaaaagcaaacagcaccgagtgtcaaggagagcacagcagagagcc 



Query : 413 9 ttctgaatctagtgcaattgaatccacacagtccacaccacagaaaggacgaggc 

i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3721 tcctgaatctagtgcaattgaatccacacagtccacaccacagaaaggacgaggc 



Query : 4199 atcaaaaacgccatcaccatcacaaccnnnnnnnnntgtgtaagttgtaaatatt 

1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3781 atcaaaaacgccatcaccatcacaaccaaaaaaaaatgtgtaagttgtaaatatt 



Query : • 4259 tcaaaccaatttcaaattattttgcaaaagttcctaaatttgtaaacatacatat 

i f M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 II 1 1 

Sbjct : 3841 tcaaaccaatttcaaattattttgcaaaagttcctaaatttgtaaacatacatat 



Query: '4319 tatttaaattccatatatttagccccattacactaggtacggcggcgaagtgcte 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3 901 tatttaaattccatatatttagccccattacactaggtacggcggcgaagtgctc 



Query: 4379 gaacggcgatgaacaaatgtaattaataactttctctgtgaaagctttggaaaac 
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Sb j ct : 3 961 gaacggcgatgaacaaatgtaattaataactttctctgtgaaagctttggaaaac 



Score = 396 bits (200) , Expect = e-113 
Identities = 200/200 (100%) 
Strand = Plus / Plus 



Query : 4458 ggtcaagcttgaggctgaataaagcctttgatgcacaaaatgggactgctgaagc 

IIIIIMIIIIIII IIMIIIIIIIIIIIMIIMIIIIIIIIII IIIIIIIMI 

Sbjct : 4040 ggtcaagcttgaggctgaataaagcctttgatgcacaaaatgggactgctgaagc 



Query : 4 518 cagttggaccttactttggtgaccccatacatttgtggtcacatgctttagccat 

III IIIIIIIIIMIIIIII lllllllll llllllllllll IIIIIMIIIIIII 

Sbjct : 4100 cagttggaccttactttggtgaccccatacatttgtggtcacatgctttagccat 



Query : 4578 tggtaacattgactatggagtcttgtgaaagtgtaatgtgcgatggctatgtagc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4160 tggtaacattgactatggagtcttgtgaaagtgtaatgtgcgatggctatgtagc 



Query: 4638 agaagaaacttgtaaatatc 4657 

Ml I II IIIIIIIIMIII! 

Sbjct: 4220 agaagaaacttgtaaatatc 4239 



Score = 274 bits (138) , Expect = 7e-76 
Identities = 138/138 (100%) 
Strand = Plus / Plus 



Query: 4673 aatgtttctgatttctgaagtgcttgtatagcttttatctgcggctttaaactge 

III IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIII 

Sbjct : 4255 aatgtttctgatttc tgaagtgc ttgtatagcttttatctgcggctttaaactgf 



Query : 4 73 3 cccgactgtttattggatctattgatttgaaaagaatttgttaggatagatcttc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiii 

Sbjct : 4315 cccgactgtttattggatctattgatttgaaaagaatttgttaggatagatcttc 



Query: 4793 taatctgtcagtgtttgt 4810 

1 1 1 1 1 1 1 1 1 1 1 1 : 1 1 1 1 

Sbjct: 4375 taatctgtcagtgtttgt 4392 



Score = 26.3 bits (13), Expect = 0.28 
Identities = 13/13 (100%) 
Strand = Plus / Minus 



Query: 1943 caaatcaatagat 1955 

IIIIIIIIMIII 

Sbjct: 4343 caaatcaatagat 4331 
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Score = 26.3 bits (13), Expect = 0.28 
Identities = 13/13 (100%) 
Strand = Plus / Minus 



Query: 4749 atctattgatttg 4761 

IIIIIIIIIIIM 

Sbjct: 1537 atctattgatttg 1525 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 718 caaaggcttta 72 8 

1 1 1 1 i i [ 1 1 1 1 

Sbjct: 4069 caaaggcttta 4059 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2384 tgctctccttg 2394 

MINIMI! 

Sbjct: 3703 tgctctccttg 3693 



Score = 22.3 bits (11), Expect = 4.4 
Identities = ll/ll (100%) 
Strand = Plus / Plus 



Query: 5118 aagaagaaaga 5128 

iiiiiiiini 

Sbjct: 3633 aagaagaaaga 3643 



Score = 22-. 3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2307 tttgagcctct 2317 

MIMMIM 

Sbjct: 3460 tttgagcctct 3450 



Score =22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
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Strand = Plus / Minus 



Query: 1079 ccattgtctca 1089 

Illllllllll 

Sbjct: 2117 ccattgtctca 2107 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 637 tgtctcaggag 647 

illllllllll 

Sbjct: 2113 tgtctcaggag 2103 



Score = 22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 4111 caaggagagca 4121 

illllllllll 

Sbjct: 1976 caaggagagca 1966 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 3868 agaggctcaaa 3878 

illllllllll 

Sbjct: 1899 agaggctcaaa 1889 



Score =22.3 bits (11), Expect =4.4 
Identities = ll/ll (100%) 
Strand = Plus / Minus 



Query: 214 8 acaggaagcaa 2158 

illllllllll 

Sbjct: 1785 acaggaagcaa 1775 



Score = 22.3 bits (11), Expect = 4.4 
Identities = ll/ll (100%) 
Strand = Plus / Minus 



Query: 2193 ttgcttcctgt 2203 

illllllllll 
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Sbjct: 1740 ttgcttcctgt 1730 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Plus 



Query: 353 ttacacatccc 363 

iniiiiiiii 

Sbjct: 1620 ttacacatccc 1630 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 5069 tattgatttgt 5079 

MINIUM 

Sbjct: 1534 tattgatttgt 1524 



Score = 22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2525 tgagacaatgg 2535 

INIIIIIIII 

Sbjct: 671 tgagacaatgg 661 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 4477 taaagcctttg 4487 

IMIIIIIIII 

Sbjct: 310 taaagcctttg 300 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2521 ctcctgagaca 2531 

IMIIIIIIII 

Sbjct: 229 ctcctgagaca 219 



Lambda K H 

1.37 0.711 1.31 
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Gapped 

Lambda K H 

1.37 0.711 1.31 



Matrix: blastn matrix :1 -3 
Gap Penalties: Existence: 5, Extension: 2 
Number of Hits to DB : 38 
Number of Sequences: 0 
Number of extensions: 38 
Number of successful extensions: 38 
Number of sequences better than 10.0: 1 
Number of HSP's better than 10.0 without gapping: 1 
Number of HSP's successfully gapped in prelim test: 0 
Number of HSP's that attempted gapping in prelim test: 0 
Number of HSP's gapped (non -prelim) : 29 
length of query: 52 53 
length of database: 4392 
effective HSP length: 12 
effective length of query: 5241 
effective length of database: 4380 
effective search space: 22955580 
effective search space used: 22955580 
T: 0 
A: 0 
XI 
X2 
SI 
S2 



6 (11.9 bits) 
15 (29.7 bits) 
12 (24.3 bits) 
11 (22.3 bits) 



Disclaimer | Write to the Help Desk 
NCBI | NLM |NIH 
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NCBI 



Sequence Revision History 



PubMed 



Nucleotide 



Protein 



Genome 



Structure 



PMC 



Taxonomy 



OMIM 



U95825 



Find (Accessions, CI numbers or Fasta style Seqlds) y 

-Show difference in | blast ~ 
Gi Version 
4539617 1 



About Entrez 



Entrez 



) 



Search for Genes 

LocusLink provides curated 
information for human, fruit 
fly, mouse, rat, and 
zebrafish 



Help I FAQ 



Batch Entrez: Upload a 
file of GI or accession 
numbers to retrieve 
proteine or nucleotide 
sequences 



Check sequence 
revision history 



How to create WWW 
links to Entrez 



]1 format wmm 



4559409 



Update Date 

Mar 30 1999 12:03 
Apr 5 1999 1 :29 



Query= gi | 4539617 | gb | U95825 . 1 | HSU95825 Human androgen- induced prost 
proliferative shutoff associated protein (AS3) mRNA, complete cds 
(4392 letters) 

<gi | 4559409 |gb |U95825 . 2 | HSU95825 Human androgen- induced prostate 
proliferative shutoff associated protein (AS3) mRNA, 
complete cds 
Length = 5253 

Score = 7547 bits (3807), Expect = 0.0 
Identities = 3953/4017 (98%) 
Strand = Plus / Plus 



Query : 1 ggatacaaagagcccacaattcaataggtatttttatttacttgagaacattgct 

' llllllllll llllllll lllll Mill llllllllll Ml MM I MM III 

Sbj ct : 419 ggatacaaagagcccacagttcaataggtatttttatttgcttgagaacattgct 



LinkOut 
Cubby 



Query : 61 caagtcatataacatatgctttgagttagaagatagcaatgaaattttcacccac 

IMIIIIIIIIIIIIIIIMIMIIIIII MMMMMIMIIMIIIIIMM 

Sbj ct : 479 caagtcatataacatatgctttgagttagaagatagcaatgaaattttcacccac 



Query: 121 cagaaccttattttcagttataaacaatggccacaatcagaaagtccatatgca< 

lllllllllllllllllllllllllllll MIIIIMMIMIIIIIIIIIMI 

Related resources Sbj ct : 53 9 cagaaccttattttcagttataaacaatggccacaatcagaaagtccatatgcac 



BLAST 



Reference sequence project 



Query: 181 agaccttatgagctctattatttgtgaaggtgatacagtgtctcaggagcttttc 

Mill I MM MIMMIIII II I Mill MIMI llllllll llllllll MM 

Sbj ct : 599 agaccttatgagctctattatttgtgaaggtgatacagtgtctcaggagcttttc 



LocusLink 



Clusters of orthologous groups 



Query : 24 1 ggt tttagtaaatctggtacctgctcataagaatt taaacaagcaagcatatgat 

Mill I MM Ml llllllllll I Mill III llllllll IIIIIMIIIIIII 

Sbj ct : 659 ggttttagtaaatctggtacctgctcataagaatttaaacaagcaagcatatgat 



Protein reviews on the web 



Query: 301 aaaggctttactgaagaggacagctcaagctattgagccatatattaccacnnnr 

1 1 II I II I M II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 M II 1 1 II I 

Sbj ct : 719 aaaggctttactgaagaggacagctcaagctattgagccatatattaccaatttt 



Query: 361 tcaggttctgatgcttgggaaaacatctatcagcgatttgtcagagcatgtcttt 
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I I I 1 1 I 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 1 I 1 1 I II I I I 1 1 I 1 1 I I I I I I 1 1 I I 1 1 I I 1 1 I I 

Sbjct : 779 tcaggttctgatgcttgggaaaacatctatcagcgatttgtcagagcatgtctct 



Query: 421 aattttggagctctacaatattgatagtcatttgctgctctctgttttaccccac 

III llllllllllllll III MINIM III II MINI III lllllllllll II 

Sbjct : 83 9 aattttggagctctacaatattgatagtcatttgctgctctctgttttaccccac 



Query: 481 atttaaattaaagagcaatgataatgaggagcgcctacaagttgttaaactactc 

i ii i ii 1 1 1 ii 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 ii i ii 1 1 1 1 1 1 1 1 n 1 1 1 1 ii 1 1 1 1 1 1 

Sbj ct : 899 atttaaattaaagagcaatgataatgaggagcgcctacaagttgttaaactactc 



Query: 541 aatgtttggggcaaaggattcagaattggcttctcaaaacaagccactttggcac 

1 1 1 1 1 1 1 ii i ii i ii 1 1 1 1 ii 1 1 1 1 1 ii ii ii ii i ii 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 ii 

Sbjct : 95 9 aatgtttggggcaaaggattcagaattggcttctcaaaacaagccactttggcac 



Query : 601 cttgggcaggtttaatgatatccatgtaccaatccgcctggaatgtgtgaaattt 

1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II I M 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 

Sbj ct : 1019 cttgggcaggtttaatgatatccatgtaccaatccgcctggaatgtgtgaaattt 



Query : 661 ccattgtctcatgaaccatcctgatttagcaaaagacttaacagagtatcttaac 

1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 m 1 1 1 ii ii 1 1 1 ii 1 1 1 1 1 1 ii 1 1 ii ii 1 1 1 1 1 ii i ii i 

Sbjct : 107 9 ccattgtctcatgaaccatcctgatttagcaaaagacttaacagagtatcttaac 



Query : 721 gtcacatgaccctgaggaagctattagacatgatgttattgtgtcaatagttacc 

Ml llllllllllllll Mil MM II lllllllllll III III llllllllll 

Sbjct : 1139 gtcacatgaccctgaggaagctattagacatgatgttattgtgtcaatagttacc 



Query: 781 taaaaaggatattcttctggtcaatgatcacttacttaattttgtgagagagagc 

Ml I II lllllllllll lllllllllll MIIIIIMII Ml III I II 1 1 II 1 1 

Sbj ct : 1199 taaaaaggatattcttctggtcaatgatcacttacttaattttgtgggagagagc 



Query : 841 agacaaacgatggagagtacgcaaagaagccatgatgggact tgcccaaatttat 

II 1 1 II lllllllllll lllllllllll III lllllllllll III II III Ml 1 1 

Sbjct : 1259 agacaaacgatggagagtacgcaaagaagccatgatgggacttgcccaaatttat 



Query : 901 atatgctttacagtcagcagctggaaaagatgctgcaaaacagatagcatggatc 

iiiiiiiiiiiiiiiiiiiiiiiiiiii iiiiiiiiiiiiiiiiiiiiiiiiiii 

Sbjct : 1319 atatgctttacagtcagcagctggaaaagatgctgcaaaacagatagcatggatc 



Query: 961 caaattgctacatatatattatcaaaatagtattgatgatcgactacttgttgac 

MIMIMIIIIIilll MIIMIMM IIIIMIIIIIMIIIIIIIIIMII 

Sbjct : 1379 caaattgctacatatatattatcaaaatagtattgatgatcgactacttgttgac 



Query: 1021 ctttgctcaatacatggttcctcacaatttagaaactacagaacggatgaaatgc 

II IIIIIIIIIIIIIIIMIIIIIIIIIMIMIIIIIIIIIIIIIIMIIIII 

Sbjct : 1439 ctttgctcaatacatggttcctcacaatttagaaactacagaacggatgaaatgc 



Query: 1081 ttacttgtatgccacactggatttaaatgctgtgaaagcattgaatgaaatgtgc 
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Sbjct : 1499 ttacttgtatgccacactggatttaaatgctgtgaaagcattgaatgaaatgtgc 
Query: 1141 tcaaaatctgctccgacatcaagtaaaggatttgcttgacttgattaagcaaccc 

IIIMIIMIIMEIIIIIIIMIIIIIIIIIMI IIIIIIIIMIIIIIMMl 

Sbjct : 155 9 tcaaaatctgctccgacatcaagtaaaggatttgcttgacttgattaagcaaccc 
Query: 12 01 agatgccagtgtcaaggccatattttcaaaagtgatggttattacaagaaatttc 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiii 1 1 1 1 

Sbjct : 1619 agatgccagtgtcaaggccatattttcaaaagtgatggttattacaagaagtttc 
Query: 1261 tcctggtaaggctcaggatttcatgaagaaattcacacaggtgttagaagatgat 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiini 

Sbjct : 167 9 tcctggtaaggctcaggatttcatgaagaaattcacacaggtgttagaagatgat 
Query: 1321 aataagaaagcagttagaagtacttgttagtccaacatgctcctgcaagcaggct 

I lllllllllllllll IIIIIIMIII 1 1 llllllllllllllll Mill I II 

Sbjct : 1739 aataagaaagcagttagaagtacttgttagtccaacatgctcctgcaagcaggct 
Query: 13 81 ttgtgtgcgtgaaataactaagaagttgggcaaccccaaacagcctacaaatcct 

llllllllllllllll IIIIIIIIMI 1 1 IIIIIMIIIIIIIII llllllll 

Sbjct : 1799 ttgtgtgcgtgaaataactaagaagttgggcaaccccaaacagcctacaaatcct 
Query: 1441 ggaaatgatcaagtttctcttggagaggatagcacctgtgcacatagataccgac 

I Mill IIIIIIIIMI Mill III III II llllllllllllllll llllllll I 

Sbjct : 1859 ggaaatgatcaagtttctcttggagaggatagcacctgtgcacatagataccgac 
Query: 15 01 cagtgc'tcttattaaacaagtgaacaaatcaatagatggaacagcagatgatgac 

llllllllllllllll II Ml llllllll IIIIIIIIIIIIIIIMIIIIIII I 

Sbjct : 1919 cagtgctcttattaaacaagtgaacaaatcaatagatggaacagcagatgatgac 
Query: 1561 gggtgttccaactgatcaagccatcagagcaggtcttgaactgcttaaggtactc 

i M i ii M ii 1 1 1 1 1 M ii 1 1 1 1 1 ii M 1 1 ii i ii ii i ii M i ii i ii 1 1 1 ii 1 1 

Sbjct : 1979 gggtgttccaactgatcaagccatcagagcaggtcttgaactgcttaaggtactc 
Query: 1621 tacacatcccatctcatttcattctgctgaaacatttgaatcattactggcttgt 

1 1 1 IIIMMIilllll Mill llllllll II I Mill III llllllll II Ml 

Sbjct : 2039 tacacatcccatctcatttcattctgctgaaacatttgaatcattactggcctgt 
Query: 1681 aatggatgatgaaaaagtagcagaagctgcactacaaattttcaaaaacacaggc 

! I I I I I I I Ml M II I I I I I I I III I I !l I I I M I [| i I I I :| I I, I II ' II I I 

Sbjct : 2 0 99 aatggatgatgaaaaagtagcagaagctgcactacaaattttcaaaaacacaggc 
Query: 1741 aattgaagaggattttccacacatcagatcagccttgcttcctgttttacatcac 

IIMMMIMMMMMIIIIIIIMI MIIIIIMMIIMMIIIIIMI 

Sbjct : 2159 aattgaagaggattttccacacatcagatcagccttgcttcctgttttacatcac 
Query: 18 01 taaaaaaggannnnnnngtcaagccaaatatgccattcattgtatccatgcgatc 
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MINIMI MIIIMIIIIMIIIIIIIIIIMIIIII MIMIII 

Sbj ct : 2219 taaaaaaggacccccccgtcaagccaaatatgccattcattgtatccatgcgatc 



Query: 1861 tagtaaagagacccagtttgcacagatatttgagcctctgcataagagcctagat 

Ml Ml I III II II II I II 1 1 Mill II INI llllllllllllllllll.il II 

Sbjct : 2279 tagtaaagaggcccagtttgcacagatatttgagcctctgcataagagcctagat 



Query: 1921 caacctggaacatctcataacaccattggttactattggtcatattgctctcctt 

IMIMIMIMIIIIMIIIIIIIII MIMIIMMIIIMIMI llllllll 

Sbj ct : 2339 caacctggaacatctcataacaccattggttactattggtcatattgctctcctt 



Query : 1981 tgatcaatttgctgctccttggaaatcttgggtagctactttcattgtgaaagat 

I Ml llllll Ml lllllll llllllll MIMMIMIIMMIMI Mill 

Sbj ct : 2399 tgatcaatttgctgctcctttgaaatctttggtagctactttcattgtgaaagat 



Query : 2 041 catgaatgatcggcttccagggaaaaagacaactaaact ttgggttccagatgac 

Ml Ml Ml MMIMIIMIMIIIMI II I M llllllllllll Ml Ml II 

Sbjct : 2459 catgaatgatcggcttccagggaaaaagacaactaaactttgggttccagatgae 



Query : 2101 atctcctgagacaatggtcaaaattcaggctattaaaatgatggttcgatggctc 

I Ml llllll Ml MIMIMIIIMI 1 1 1 IIIIIIIIIIIIIIMI lllllll 

Sbjct :. 2519 atctcctgagacaatggtcaaaattcaggctattaaaatgatggttcgatggctc 



Query : 2161 aatgaaaaataatcacagtaaatcaggaacttctaccttaagattgctaacaacc 

I Ml Ml Ml llllll MIMIIIIII II I Ml II I MIMIIIIIII II II Ml 

Sbj ct : 2579 aatgaaaaataatcacagtaaatcaggaacttctaccttaagattgctaacaace 



Query: 2221 gcatagtgatggagacttgacagaacaggggaaaattagtaaaccagatatgtcc 

MM llllllllllll lllllll Mill I MM MINIMUM I lllllll 

Sbjct : 2 63 9 gcatagtgatggagacttgacagaacaggggaaaattagtaaaccagatatgtce 



Query : 22 81 gagacttgctgctgggagtgctattgtgaagctggcacaagaaccctgttaccat 

I Ml Ml Ml llllll MIMM llllll 1 1 II Ml I llllll lllllll I II II 

Sbj ct : 2699 gagacttgctgctgggagtgctattgtgaagctggcacaagaaccctgt taccat 



Query: 2341 cat cacattagaacaatat cage tatgtgcatt age tat caacgatgaatgc tat 

MIIIIIIIMIIIIIIIIIIIIIIIIMMII Ml IIIIIIMIIIIIIIII II 

Sbjct : 275 9 cat cacattagaacaatat cage tatgtgcatt age tat caacgatgaatgc tat 



Query: 24 01 aagacaagtgtttgcccagaaacttcacaaaggcctttcccgtttacggcttccc 

1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2819 aagacaagtgtttgcccagaaacttcacaaaggcctttcccgtttacggcttcce 



Query: 24 61 gtatatggcaatctgtgccctttgtgcaaaagatcctgtaaaggagagaagagct 

1 1 1 1 1 1 1 ! 1 1 1 ! 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 2 879 gtatatggcaatctgtgccctttgtgcaaaagatcc tgtaaaggagagaagagct 



Query: 2 521 taggcaatgtttggtgaaaaatataaatgtaaggcgggagtatctgaagcagcat 
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! 1 1 1 F I ! 1 1 1 1 1 1 1 ![[ 1 1 1 1 1 1 1 1 1 1 1 1 I I [ J 1 1 1 1 E 1 1 1 1 1 1 ] J 1 1 1 1 1 1 1 I 

Sbjct : 2 93 9 taggcaatgtttggtgaaaaatataaatgtaaggcgggagtatctgaagcagcat 



Query: 2 5 81 tgttagtgaaaaattattgtctcttctaccagagtatgttgttccatatacaatt 

lllllllll I IMMIIUIMMIIMI lllllllll lllllllllllllllll 

Sbjct : 2999 tgttagtgaaaaattattgtctcttctaccagagtatgttgttccatatacaatt 



Query : 2 641 t t tggcacatgacccagat tatgt caaagt acaggatat tgaacaac ttaaagat 

I Mill Ml IIIMIIIMIIIIII III I IIIMMII IIIIIIM IMIMII 

Sbjct : 3 059 tttggcacatgacccagattatgtcaaagtacaggatattgaacaacttaaagat 



Query: 2701 agaatgtctttggtttgttctggaaatattaatggctaaaaatgaaaataacagt 

I llllllll I lllllllllllllll INI I IIMIMI IMIMII llllllll 

Sbjct : 3119 agaatgtctttggtttgttctggaaatattaatggctaaaaatgaaaataacagt 



Query : 2 761 ttttatcagaaagatggtagaaaatattaaacaaacaaaagatgcccaaggaccc 

I Mill III III II III llllllll Ml 1 1 MIMIMMIMM IMIMII 

Sbjct : 3179 ttttatcagaaagatggtagaaaatattaagcaaacaaaagatgcccaaggaccc 



Query: 2 821 tgcaaaaatgaatgaaaaactgtacactgtgtgtgatgttgccatgaatatcatc 

MMMIIMMMMMMMM Mill MMMMMMMMIMIMM 

Sbjct : 3239 tgcaaaaatgaatgaaaaactgtacactgtgtgtgatgttgccatgaatatcatc 



Query: 2 8 81 aaagagtactacatacagtttggaatctcctaaagacccggtactaccagctcgt 

I II llllll MIIIMIMIIIMIMM I III IIIIMIIIIIII llllllll I 

Sbj ct : 3299 aaagagtactacatacagtttggaatctcctaaagacccggtactaccagctcgt 



Query: 2 941 cactcaacctgacaagaatttcagtaacaccaaaaattatctgcctcctgaaatc 

MIMMIMMMMMMIMIIIIIIMI IMIIIIMMIIIIII Mil 

Sbj ct : 3359 cactcaacctgacaagaatttcagtaacaccaaaaattatctgcctcctggaatc 



Query: 3 0 01 atttttcactcctggaaaacctaaaacaaccaatgttctaggagctgttaacaac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 

Sbjct : 3419 atttttcactcctggaaaacctaaaacaaccaatgttctaggagctgttaacaac 



Query: 3 061 ttcatcagcaggcaagcaatctcagaccaaatcatcacgaatggaaactgtaagc 

lllllllll MIMIMIIMIMI MM MM II llllll Mill I M Ml II 

Sbjct : 3479 ttcatcagcaggcaagcaatctcagaccaaatcatcacgaatggaaactgtaggc 



Query : 3121 aagcagcagctcaaatccaagctctcctggaagaataaaggggaggcttgatagt 

MM Mill Ml lllllllllllllllll llllll Ml Ml IIIIIIM llllll 

Sbjct : 3539 aagcagcagctcaaatccaagctctcctggaagaataaaggggaggcttgatagt 



Query: 3181 aatggatcacagtgaaaatgaagattacacaatgtcttcacctttgccggggnnr 

MM Mill Ml IIIIIIM Mill Ml I MIIMIMMIMMIIIIMI 

Sbjct : 3599 aatggatcacagtgaaaatgaagattacacaatgtcttcacctttgccggggaac 



Query: 3241 tgacaagagagacgactctgatcttgtaaggtctgaattggagaagcctagaggc 
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Sbjct : 



II IMIIIIMII llllllll llllllll MIIMIIIIMMIIIIIIII INI 

365 9 tgacaagagagacgactctgatcttgtaaggtctgaattggagaagcctagaggc 



Query: 33 01 nnnnncgcccgtcacagaacaggaggagaaattaggtatggatgacttgactaac 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 3719 aaaaacgcccgtcacagaacgggaggagaaattaggtatggatgacttgactaac 



Query : 33 61 acaggaacagaaacctaaaggcagtcagcgaagtcggaaaagaggccatacggct 

IMIIIIMII IIIIIIIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIII 

Sbjct : 3779 acaggaacagagacctaaaggcagtcagcgaagtcggaaaagaggccatacggct 



Query: 3421 atctgatgaacagcagtggcctgaggaaaagaggctcaaagaagatatattagac 

MMMMMMMIMIMIMMIMIIIMMIMIMIMIMIIIIMM 

Sbjct : 3 83 9 atctgatgaacagcagtggcctgaggaaaagaggctcaaagaagatatattagac 



Query: 34 81 agatgaacagaatagtccgccaaaaaagggtaaaagaggccgaccaccaaaacct 

IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIM 

Sbjct : 3 899 agatgaacagaatagtccgccaaaaaagggtaaaagaggccgaccaccaaaacct 



Query : 3541 tggaggtacaccaaaagaagagccaacaatgaaaacttctaaaaaaggaagcnnr 

MMMIMIMIMMMMIMIIMMMIIMMMMMIIIIMM 

Sbjct : 3959 tggaggtacaccaaaagaagagccaacaatgaaaacttctaaaaaaggaagcaac 



Query: 3601 ntctggacctccagcaccagaggaggaggaagaagaagaaagacaaagtggaaat 

MMMMI Ml MINIM llllllll Ml IIMI IN IIIIIMI III MM 

Sbj ct : 4 019 atctggacctccagcaccagaggaggaggaagaagaagaaagacaaagtggaaat 



Query : 3 661 acagaagtccaaaagcaaacagcaccgagtgtcaaggagagcacagcagagagcc 

MIMMMMMIIIMIII MIMIMIII llllllll IIIMIIIIIIIII 

Sbjct : 4079 acagaagtccaaaagcaaacagcaccgagtgtcaaggagagcacagcagagagcc 



Query: 3 721 tcctgaatctagtgcaattgaatccacacagtccacaccacagaaaggacgaggc 

I MMMMIMMIIIMI IIIIIIIIIIIIIIMIII MIMMIIIIMM 

Sbjct : 4139 ttctgaatctagtgcaattgaatccacacagtccacaccacagaaaggacgaggc 



Query: 3 7 81 atcaaaaacgccatcaccatcacaaccnnnnnnnnntgtgtaagttgtaaatatt 

II llllllll MM lllllll II II I IIIIIIIIIIIIIIMIII 

Sbjct : 4199 atcaaaaacgccatcaccatcacaaccaaaaaaaaatgtgtaagttgtaaatatt 



Query: 3 841 tcaaaccaatttcaaattattttgcaaaagttcctaaatttgtaaacatacatat 

II IIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIMIIIIMIIIIIIMIIM 

Sbjct : 4259 tcaaaccaatttcaaattattttgcaaaagttcctaaatttgtaaacatacatat 



Query: 3901 tatttaaattccatatatttagccccattacactaggtacggcggcgaagtgctc 

MMMMMMMMMMMMMMIMMIIIIMI IMIIIIIIIIIIII 

Sbjct : 4319 tatttaaattccatatatttagccccattacactaggtacggcggcgaagtgcte 



Query: 3 961 gaacggcgatgaacaaatgtaattaataactttctctgtgaaagctttggaaaac 
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I III III III IIIIIMIMIIII I II III Ml II INI MINIM III II! M 

Sbjct : 4379 gaacggcgatgaacaaatgtaattaataactttctctgtgaaagctttggaaaac 



Score = 396 bits (200) , Expect = e-113 
Identities = 200/200 (100%) 
Strand = Plus / Plus 



Query: 4 04 0 ggtcaagcttgaggctgaataaagcctttgatgcacaaaatgggactgctgaagc 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! I 

Sbj ct : 44 5 8 ggtcaagcttgaggctgaataaagcctttgatgcacaaaatgggactgctgaagc 



Query : 4100 cagttggaccttactttggtgaccccatacatttgtggtcacatgctttagccat 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbj ct : 4518 cagttggaccttactttggtgaccccatacatttgtggtcacatgctttagccat 



Query: 4160 tggtaacattgactatggagtcttgtgaaagtgtaatgtgcgatggctatgtage 

1 1 1 1 1 II I II I II 1 1 1 1 1 1 1 II I II I II 1 1 1 II I II II I M 1 1 1 1 II 1 1 1 1 M I 

Sbjct : 4578 tggtaacattgactatggagtcttgtgaaagtgtaatgtgcgatggctatgtage 



Query: 4220 agaagaaacttgtaaatatc 423 9 

I Ml I II Ml Ml lllllll 

Sbjct: 4638 agaagaaacttgtaaatatc 4657 



Score = 274 bits (138) , Expect = 7e-76 
Identities = 138/138 (100%) 
Strand = Plus / Plus 



Query: 42 55 aatgtttctgatttctgaagtgcttgtatagcttttatctgcggctttaaactge 

1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 4 673 aatgtttctgatttctgaagtgcttgtatagcttttatctgcggctttaaactgc 



Query: 4315 cccgactgtttattggatctattgatttgaaaagaatttgttaggatagatcttc 

1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 473 3 cccgactgtttattggatctattgatttgaaaagaatttgttaggatagatcttc 



Query: 4375 taatctgtcagtgtttgt 4392 

IIIIIMIIIIIIIIMI 

Sbjct: 4793 taatctgtcagtgtttgt 4810 



Score = 26.3 bits (13), Expect = 0.28 
Identities = 13/13 (100%) 
Strand = Plus / Minus 



Query: 1525 caaatcaatagat 1537 

1 1 1 1 1 1 ! 1 1 1 1 1 1 

Sbjct: 4761 caaatcaatagat 4749 
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Score = 26.3 bits (13), Expect = 0.28 
Identities =.13/13 (100%) 
Strand = Plus / Minus 



Query: 4331 atctattgatttg 4343 

I I I I I I , I I I I I I 
Sbjct: 1955 atctattgatttg 1943 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus' / Plus 



Query: 3633 aagaagaaaga 3643 

illllllllll 

Sbjct: 5118 aagaagaaaga 5128 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 1524 acaaatcaata 1534 

illllllllll 

Sbjct: 5079 acaaatcaata 5069 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 300 caaaggcttta 310 

Illllllllll 
Sbjct: 4487 caaaggcttta 4477 



Score =22:3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 1966 tgctctccttg 1976 

Illllllllll 
Sbjct: 4121 tgctctccttg 4111 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
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Strand = Plus / Minus 



Query: 1889 tttgagcctct 1899 

Mill MM 

Sbjct: 3878 tttgagcctct 3868 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 661 ccattgtctca 671 

I I I I I I I I I I 
Sbjct: 2535 ccattgtctca 2525 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 219 tgtctcaggag 229 

I I I I I I I I I I I 
Sbjct: 2531 tgtctcaggag 2521 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 3693 caaggagagca 3703 

lllllllllll 

Sbjct: 2 3 94 caaggagagca 2 3 84 



Score = 22.3 bits (11), Expect = 4.4 
Identities = ll/ll (100%) 
Strand = Plus / Minus 



Query: 3450 agaggctcaaa 3460 

iiiiiiinii 

Sbjct:. 2 317 agaggctcaaa 2 3 07 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 1730 acaggaagcaa 1740 

iiiiiiinii 
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Sbjct: 2203 acaggaagcaa 2193 



Score =22.3 bits (11) , Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 1775 ttgcttcctgt 1785 

MINIMI 

Sbjct: 2158 ttgcttcctgt 2148 



Score = 22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2107 tgagacaatgg 2117 

niiiiiiiii 

Sbjct: 1089 tgagacaatgg 1079 



Score =22.3 bits (11), Expect = 4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 4059 taaagcctttg 4069 

iiiiillliil 

Sbjct: 728 taaagcctttg 718 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Minus 



Query: 2103 ctcctgagaca 2113 

MINIUM 

Sbjct: 647 ctcctgagaca 637 



Score =22.3 bits (11), Expect =4.4 
Identities = 11/11 (100%) 
Strand = Plus / Plus 



Query: 1620 ttacacatccc 1630 

1 1 1 1 1 1 1 1 ! I 

Sbjct: 353 ttacacatccc 363 



Lambda K H 

1.37 0.711 1.31 
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Gapped 
Lambda 



K 



H 



1.37 



0.711 



1.31 



Matrix: blastn matrix :1 -3 

Gap Penalties: Existence: 5, Extension: 2 

Number of Hits to DB: 3 9 

Number of Sequences : 0 

Number of extensions: 3 9 

Number of successful extensions: 39 

Number of sequences better than 10.0: 1 

Number of HSP's better than 10.0 without gapping: 1 

Number of HSP's successfully gapped in prelim test: 0 

Number of HSP's that attempted gapping in prelim test: 0 

Number of HSP's gapped (non-prelim): 29 

length of query: 43 92 

length of database: 5253 

effective HSP length: 12 

effective length of query: 4380 

effective length of database: 5241 

effective search space: 22955580 

effective search space used: 22955580 

T: 0 

A: 0 

XI: 6 (11.9 bits) 
X2: 15 (29.7 bits) 
SI: 12 (24.3 bits) 
S2: 11 (22.3 bits) 
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